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Figure S1.  Screening data – specific activities of Y292 mutants on 3 mM VR. 
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Figure S2. Screening data – specific activities of Y212 mutants on 3 mM VR. 
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Figure S3.  Native gel of wild-type OPAA as well as mutants Y212F, FL, FLY, and FLYD.  

Lane 1-6; Native MARK unstained protein ladder, wild-type OPAA, OPAA Y212F, OPAA 

Y212F/V342L (FL), OPAA Y212F/V342L/I215Y (FLY), OPAA Y212F/V342L/I215Y/H343D 

(FLYD). 

 

Figure S4. Close up of OPAA Y212 residues 348-365.  Wall-eyed stereoview of the Y212F 

(krypton) with 2Fo-Fc density scaled to 1 σ (blue mesh). 



 

 

  

Figure S5.  Screening data – specific activities of Y212V/V342 mutants on 3 mM VR. 

 

Figure S6.  Screening data – specific activities of Y212F/V342 mutants on 3 mM VR. 
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Figure S7.  Screening data – specific activities of Y212F/V342L/I215 mutants on 3 mM VR. 
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