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Supporting Information 
 

The supporting information includes product melt peaks and gels for amplicon validation, as well 
as PCR results investigating reasons for the shift in cycle threshold for direct PCR. 
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Figure S1. Direct PCR products run on a 1% agarose gel and stained with SYBR Green I. 
Copies of pUC19 captured by beads in reactions from Fig. 6 are listed above each lane; the 
positive control lane (+) contains product from solution-based PCR, and DNA ladders are in the 
first and last lanes.  

 

 

 

Figure S2. Melt curves from one calibration curve of PCR products from Fig. 6. The melt 
temperatures, 79.0 ±  0.5 °C, of the amplicons with beads in solution (109 – 106) match the melt 
temperature, 79.5 °C, of amplicons generated without beads (+).  
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Figure S3. Amplification curves of 106 copies of pUC19 on chitosan beads with 1X or 3X Taq 
polymerase. Cycle thresholds determined for 1X and 3X polymerase were 24.06 ± 1.95 and 
23.24 ± 0.82, respectively. Error bars represent the standard deviation for n = 3. 

 

 

 

 

Figure S4. PCR calibration curve constructed from primers that had been first aspirated with 
chitosan microparticles before being added to the solution-based PCR reaction. The efficiency of 
the reaction was 112%, suggesting that minimal primers were absorbed onto the chitosan 
microparticles. 

 

 


