
SI Table 1. Properties of Lyn-Derived Peptides Detected by LC-MS and Monitored by 

SRM 

Sequence 

Lyn 

Residue Description 

Proteins with Consensus 

Sequence 

QQRPVPESQLLPGQR 41-55 

peptide with no 

phosphorylation site unique to Lyn 

VLEEHGEWWK 92-101 

peptide with no 

phosphorylation site unique to Lyn 

QLLAPGNSAGAFLIR 142-156 

peptide with no 

phosphorylation site unique to Lyn 

GSFSLSVR 163-170 

peptide with no 

phosphorylation site Lck 

DFDPVHGDVIK 171-181 

peptide with no 

phosphorylation site unique to Lyn 

SLDNGGYYISPR 187-198 

SH2 domain phosphorylation 

site (Y194) unique to Lyn 

SLDNGGYpYISPR 187-198 

SH2 domain phosphorylation 

site (pY194) unique to Lyn 

SLDNGGpYYISPR 187-198 

SH2 domain phosphorylation 

site (pY193) unique to Lyn 

SLDNGGpYpYISPR 187-198 

SH2 domain phosphorylation 

site (pY193/194) unique to Lyn 

GSLLDFLK 325-332 

peptide with no 

phosphorylation site Fgr, Yrk, Fyn, Src, Yes, Hck 

IADFGLAR 383-390 

peptide with no 

phosphorylation site 

Fgr, Yrk, Fyn, Yes, Blk, Hck, 

Lck 

VIEDNEYTAR 391-400 

Activation loop 

phosphorylation site 

(Y397/T398) Hck 

VIEDNEpYTAR 391-400 

Activation loop 

phosphorylation site (pY397) Hck 

VIEDNEYpTAR 391-400 

Activation loop 

phosphorylation site (pT398) Hck 

The pT in Sequence denotes phosphothreonine. Protein with Consensus Sequence 

represents proteins that contain identical sequence as the listed peptide. 

 

 


