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1. Compression Modulus vs. Surface Pressure (Cs -1-π) and the variation of the 

maximum value of Cs -1 (Cs -1 
max) with waiting time and PS:DOPC molar ratio graphs 

of DOPC in the absence and presence of PS in the subphase–Figure S1

2. Molecular Structure of Protamine Sulfate -Figure S2
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Figure S1: a) Compression Modulus vs. Surface Pressure (Cs -1-π) graphs of DOPC in the 

absence and presence of PS in the subphase with varying time 30, 60, 90, 120 minutes. In all 

the cases spread amount of DOPC was 25 µl and 1 ml of PS was mixed in the subphase. b) 

Compression Modulus vs. Surface Pressure (Cs -1-π) graphs of DOPC in the absence and 

presence of varying amount of PS subphase with PS: DOPC molar ratio 114.9, 229.9, 344.8, 

402.3, 459.8. In all the cases spread amount of DOPC was 25 µl and waiting time was 15 
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mins. The variation of the maximum value of Cs -1 (Cs -1 
max) of DOPC in the absence and 

presence of PS in the subphase  with c) waiting time, and d) molar ratio of PS: DOPC.

Figure S2: Molecular Structure of Protamine Sulfate
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