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Figure S1 Summed intensities A(z) of the Bragg peak feature at ¢ ~ 0.2 A~! as function of time. After
subtracting a linear background between g; = 0.176A~! and ¢, = 0.217A !, the scattering intensities within
this interval were summed up to obtain A(z). This analysis was performed for samples containing 30 mg/ml
BLG with 16 mM (green circles) and 17 mM (red triangles) CdCl, in D,0.
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Figure S2 Real-time SANS follows the crystal growth of a sample containing 33 mg BLG with 17 mM
CdCl,. Crystallization is fast and completed within 2 h. Kinetics analysis shows a clear two-step growth.
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Figure S3 Crystal length as function of time of samples containing 33 mg/ml BLG with 17-20 mM CdCl,
in H>O. For the 19 and 20 mM samples it was ensured with the last image of the respective series that no
second growth step occurred. The respective growth rates are implemented in the figure. The corresponding
microscopy data were already published in Ref. 1.
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