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Fig. S1 Schematic diagrams of vectors used for the dual-luciferase assay.
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Fig. S2 Schematic diagrams of vectors used for the BiFC assay.
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Fig. S3 Schematic diagrams of vectors used for the firefly luciferase complementation

assay.



358 358:GUS

Fig. S4 GUS staining of A. arguta fruit injected with 35S or 35S:GUS at 48 h after

injection.
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Fig. S5 Phylogenetic analyses of selected plants anthocyanin regulating bHLH

transcription factors and putative Kiwifruit factors.
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Fig. S6 Amino acid sequences alignment of AcbHLHs and other plant anthocyanin

promoting bHLHSs.



b1-5 BAGGCATGTTACAGACGECGETE GTGCRATGGAC C GECAGITGIGICCTIC G GTATTACRATGGAGCARTCAAGACA 150
baz G GGCTGCRAGECATGTTACAGACGGCGETE GTGCRATGGAC C GECAGITGIGICCTIC G GGA 150

b1-5 TCAGCGC CTCTCC GATICICICICTGCTG C BACE, CGC CCC CTTG 300
baz GTCA G C CCAAR CCAC GAGAACTATATGATTCTICTCTICTGCTIGG C C 300

b1-5 GAGTCCGAGTGGTICTACK GIGITG! G GTCGATAGCARAGTCITITCGAGAGCCATIC 450
bé2 |2 CGEAGTCCGAGTGETTCTA: s CCTCCC C CGGAGH GGTCGATAGCARAGTCITTTCGAGAGE! C 450

b1-5 r GACTGTAGTGTGTATICCTCTACTAGATGGAGTTGTTGAGCTTG C 600
baz G C CTGTAGIGTGTATICCICTACTAGATC 600
b1-5 > = - 750
b4z AC CTCCETC CCCTCAC ccece 750
bl-5 900
b4z 900
b1-5 1050
baz 1050
b1-5 G GCAG GEAGTCICC, TACTTCAGGTGGGAC CGCACTACTCIC GTCTCGACCATICIC! e 1200

bé2 G GC. GGAGTCT! CTACTICAGG C C GTCTCGRCCATICTC GIG 1200

[ BN T T GGAGTCCTCATCATCGTCCGCCECCGECTECCTCATETACTCCTCCCAATCGTCATTCTCCARGTGGLC!
baz
b1-5 C c CTGCCEAC cCCe C AATCACGTCCTCGCC!

béz

b1-5
béz

bl1-5 CGa C ca G G GATTCCGTG
b4z CGG CCCe G GCG GCGRRG GTGGATTCCGTE

b1-5 C G GCAGGIGIC CG G G E GIG C

bé2

CGAGTTGAGGGC

TT!

Fig. S7 Alignment of AcbHLH1 and AcbHLH42 sequences.



— InWDR1
L PhAN11
L AcWDRI
VWWDR1
DkWD40
—— FaWD40
— MdTTG1
L PpWD40
PgWD40
AtTTG1

ZmPAC1
AcWDR?2
— IbWDR?2
__ IpWDR2

Fig. S8 Phylogenetic analyses of selected plants anthocyanin regulating WD40

transcription factors and putative Kiwifruit factor ACWDRs.
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260
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Fig. S9 Amino acid sequences alignment of AcCWDRs and other plant anthocyanin

promoting WD40. Red boxes indicate four WD motifs.
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Fig. S10 The phenotype of tobacco leaves 7 days after infiltration with empty vector,

AcbHLH1, AcbHLH4, AcbHLH5, AcCWDR1 and AcCWDR?2.
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Fig. S11 The phenotype (A), color value (B) and anthocyanin contents (C) of A.
arguta 10 days after infiltration with AcMYBF110, AcbHLH1/4/5 and AcCWDR2. Error
bars show the SEs of the means (n = 3). Lowercase letters indicate significant
differences at P< 0.05 (one-way ANOVA tests).



