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Figure S1. Left: Representative western blots of Nrf2, with actin as the loading control,
in SH-SYSY cells (si-NC) and in those transfected with si-Nrf2-1. Right: the Nrf2

protein level in the si-Nrf2-1 cells relative to that in the si-NC cells.
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Figure S2. Normalized Nrf2, NQO1, HO-1, and GCLC mRNA levels in SH-SY5Y
cells pretreated with 10 and 20 M GA with respect to the control group. Data from co-
treatments of cells with 5 mM NAC are also shown. Results are presented as mean +
SD from three replicates ("p < 0.05 and **p < 0.01 vs. the control group and *p < 0.05
vs. the 10-uM GA group).
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