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Supplementary File 2: MS2 spectra of CML modified peptides



Sequence: AAFTECCQAADKAACLLPK, C6-Carbamidomethyl (57.02146 Da), C7-Carbamidomethyl (57.02146 Da), C15-Carbamidomethyl (57.02146 Da), K12-Carboxymethyl 
(58.00548 Da) Charge: +3,   Monoisotopic m/z: 728.34237 Da (+6.54 mmu/+8.97 ppm),   MH+: 2183.01256 Da,   RT: 51.7110 min,
Identified with: Sequest HT (v1.17); XCorr:4.18, Percolator q-Value:0.0e0, Percolator PEP:8.6e-7, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: ADLAKYICENQDSISSK, C8-Carbamidomethyl (57.02146 Da), K5-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 667.31747 Da (+3.39 mmu/+5.08 ppm),   MH+: 1999.93787 Da,   RT: 48.3685 min,
Identified with: Sequest HT (v1.17); XCorr:5.54, Percolator q-Value:0.0e0, Percolator PEP:4.4e-5, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: ADSSPVKAGVETTTPSK, K7-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 578.29703 Da (+5.53 mmu/+9.57 ppm),   MH+: 1732.87653 Da,   RT: 31.6265 min,
Identified with: Sequest HT (v1.17); XCorr:1.85, Percolator q-Value:0.0e0, Percolator PEP:6.5e-3, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: AEFAEVSKLVTDLTK, K8-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 570.30012 Da (-4.86 mmu/-8.52 ppm),   MH+: 1708.88580 Da,   RT: 77.2690 min,
Identified with: Sequest HT (v1.17); XCorr:5.59, Percolator q-Value:0.0e0, Percolator PEP:3.1e-7, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: AFKAWAVAR, K3-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 539.29705 Da (+1.41 mmu/+2.62 ppm),   MH+: 1077.58682 Da,   RT: 45.8048 min,
Identified with: Sequest HT (v1.17); XCorr:2.93, Percolator q-Value:0.0e0, Percolator PEP:4.1e-5, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: AKPALEDLR, K2-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 535.79595 Da (+0.29 mmu/+0.54 ppm),   MH+: 1070.58463 Da,   RT: 30.4760 min,
Identified with: Sequest HT (v1.17); XCorr:2.09, Percolator q-Value:1.1e-5, Percolator PEP:3.8e-4, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: AKVQPYLDDFQK, K2-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 755.38096 Da (-1.87 mmu/-2.48 ppm),   MH+: 1509.75464 Da,   RT: 41.2007 min,
Identified with: Sequest HT (v1.17); XCorr:2.47, Percolator q-Value:4.2e-5, Percolator PEP:4.3e-3, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: AVGDKLPECEAVCGKPK, C9-Carbamidomethyl (57.02146 Da), C13-Carbamidomethyl (57.02146 Da), K5-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 639.31822 Da (+4.97 mmu/+7.78 ppm),   MH+: 1915.94011 Da,   RT: 32.5034 min,
Identified with: Sequest HT (v1.17); XCorr:4.31, Percolator q-Value:0.0e0, Percolator PEP:2.4e-7, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: CASLQKFGER, C1-Carbamidomethyl (57.02146 Da), K6-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 418.53633 Da (+0.04 mmu/+0.1 ppm),   MH+: 1253.59443 Da,   RT: 35.7872 min,
Identified with: Sequest HT (v1.17); XCorr:2.35, Percolator q-Value:2.2e-5, Percolator PEP:3.2e-3, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: CCAAADPHECYAKVFDEFKPLVEEPQNLIK, C1-Carbamidomethyl (57.02146 Da), C2-Carbamidomethyl (57.02146 Da), C10-Carbamidomethyl (57.02146 Da), K13-Carboxymethyl 
(58.00548 Da), K19-Carboxymethyl (58.00548 Da)
Charge: +4,   Monoisotopic m/z: 924.43493 Da (+7.92 mmu/+8.57 ppm),   MH+: 3694.71790 Da,   RT: 69.7571 min,
Identified with: Sequest HT (v1.17); XCorr:4.43, Percolator q-Value:0.0e0, Percolator PEP:4.4e-5, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: CLKDGAGDVAFVK, C1-Carbamidomethyl (57.02146 Da), K3-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 479.91047 Da (+4.21 mmu/+8.78 ppm),   MH+: 1437.71686 Da,   RT: 39.2289 min,
Identified with: Sequest HT (v1.17); XCorr:3.11, Percolator q-Value:0.0e0, Percolator PEP:3.1e-6, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: DSTYSLSSTLTLSKADYEK, K14-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 723.02027 Da (+5.81 mmu/+8.03 ppm),   MH+: 2167.04627 Da,   RT: 56.1194 min,
Identified with: Sequest HT (v1.17); XCorr:4.49, Percolator q-Value:0.0e0, Percolator PEP:7.1e-6, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: EGKQVGSGVTTDQVQAEAK, K3-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 664.00204 Da (+6.41 mmu/+9.66 ppm),   MH+: 1989.99158 Da,   RT: 30.4601 min,
Identified with: Sequest HT (v1.17); XCorr:5.91, Percolator q-Value:0.0e0, Percolator PEP:6.0e-5, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: EQLKAVMDDFAAFVEK, K4-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 633.65031 Da (+5.32 mmu/+8.39 ppm),   MH+: 1898.93637 Da,   RT: 72.6333 min,
Identified with: Sequest HT (v1.17); XCorr:5.87, Percolator q-Value:0.0e0, Percolator PEP:1.7e-5, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: ETYGEMADCCAKQEPER, C9-Carbamidomethyl (57.02146 Da), C10-Carbamidomethyl (57.02146 Da), K12-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 711.28895 Da (+5.26 mmu/+7.4 ppm),   MH+: 2131.85231 Da,   RT: 34.5511 min,
Identified with: Sequest HT (v1.17); XCorr:4.45, Percolator q-Value:0.0e0, Percolator PEP:9.5e-8, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: FKDLGEENFK, K2-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 642.81039 Da (+1.42 mmu/+2.21 ppm),   MH+: 1284.61350 Da,   RT: 44.1547 min,
Identified with: Sequest HT (v1.17); XCorr:3.16, Percolator q-Value:2.2e-5, Percolator PEP:1.6e-3, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: FPKAEFAEVSK, K3-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 655.83371 Da (-1.28 mmu/-1.95 ppm),   MH+: 1310.66014 Da,   RT: 42.2103 min,
Identified with: Sequest HT (v1.17); XCorr:2.88, Percolator q-Value:0.0e0, Percolator PEP:8.7e-4, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: GPSVFPLAPSSKSTSGGTAALGCLVK, C23-Carbamidomethyl (57.02146 Da), K12-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 849.78242 Da (+6.8 mmu/+8.01 ppm),   MH+: 2547.33271 Da,   RT: 60.7034 min,
Identified with: Sequest HT (v1.17); XCorr:4.11, Percolator q-Value:0.0e0, Percolator PEP:1.2e-6, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: IAQWQSFQLEGGLKQFSFPLSSEPFQGSYK, K14-Carboxymethyl (58.00548 Da)
Charge: +4,   Monoisotopic m/z: 873.92542 Da (-7.81 mmu/-8.93 ppm),   MH+: 3492.67984 Da,   RT: 78.6472 min,
Identified with: Sequest HT (v1.17); XCorr:3.73, Percolator q-Value:0.0e0, Percolator PEP:9.1e-4, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: KASYLDCIR, C7-Carbamidomethyl (57.02146 Da), K1-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 592.29149 Da (-0.94 mmu/-1.59 ppm),   MH+: 1183.57570 Da,   RT: 34.6925 min,
Identified with: Sequest HT (v1.17); XCorr:2.27, Percolator q-Value:4.2e-5, Percolator PEP:9.7e-3, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: KCCVECPPCPAPPVAGPSVFLFPPKPK, C2-Carbamidomethyl (57.02146 Da), C3-Carbamidomethyl (57.02146 Da), C6-Carbamidomethyl (57.02146 Da), C9-Carbamidomethyl 
(57.02146 Da), K1-Carboxymethyl (58.00548 Da)
Charge: +4,   Monoisotopic m/z: 774.38403 Da (+3.04 mmu/+3.93 ppm),   MH+: 3094.51429 Da,   RT: 59.5501 min,
Identified with: Sequest HT (v1.17); XCorr:6.01, Percolator q-Value:0.0e0, Percolator PEP:1.4e-7, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: KCSTSSLLEACTFR, C2-Carbamidomethyl (57.02146 Da), C11-Carbamidomethyl (57.02146 Da), K1-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 573.27246 Da (+4.82 mmu/+8.4 ppm),   MH+: 1717.80282 Da,   RT: 44.2495 min,
Identified with: Sequest HT (v1.17); XCorr:3.69, Percolator q-Value:2.2e-5, Percolator PEP:1.8e-3, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: KDSGFQMNQLR, K1-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 461.22594 Da (+3.47 mmu/+7.53 ppm),   MH+: 1381.66328 Da,   RT: 35.5715 min,
Identified with: Sequest HT (v1.17); XCorr:2.48, Percolator q-Value:3.4e-4, Percolator PEP:1.8e-2, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: KGGETSEMYLIQPDSSVKPYR, K1-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 815.07122 Da (+6.06 mmu/+7.43 ppm),   MH+: 2443.19912 Da,   RT: 46.4014 min,
Identified with: Sequest HT (v1.17); XCorr:4.94, Percolator q-Value:0.0e0, Percolator PEP:1.3e-7, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: KQTALVELVK, K1-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 593.85640 Da (+0.68 mmu/+1.14 ppm),   MH+: 1186.70552 Da,   RT: 47.1196 min,
Identified with: Sequest HT (v1.17); XCorr:4.09, Percolator q-Value:0.0e0, Percolator PEP:2.2e-7, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: KSASDLTWDNLK, K1-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 718.35484 Da (-1.98 mmu/-2.75 ppm),   MH+: 1435.70240 Da,   RT: 42.4635 min,
Identified with: Sequest HT (v1.17); XCorr:3.14, Percolator q-Value:0.0e0, Percolator PEP:7.5e-5, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: KVPQVSTPTLVEVSR, K1-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 566.65318 Da (+0.59 mmu/+1.04 ppm),   MH+: 1697.94500 Da,   RT: 49.0497 min,
Identified with: Sequest HT (v1.17); XCorr:5.30, Percolator q-Value:0.0e0, Percolator PEP:4.4e-7, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: KWDPYKQGFGNVATNTDGK, K6-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 728.69038 Da (+7 mmu/+9.6 ppm),   MH+: 2184.05660 Da,   RT: 40.1729 min,
Identified with: Sequest HT (v1.17); XCorr:4.49, Percolator q-Value:0.0e0, Percolator PEP:1.4e-5, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: KWQEEMELYR, K1-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 735.33877 Da (-1.33 mmu/-1.81 ppm),   MH+: 1469.67027 Da,   RT: 44.0493 min,
Identified with: Sequest HT (v1.17); XCorr:2.96, Percolator q-Value:0.0e0, Percolator PEP:1.1e-4, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: KYSDASDCHGEDSQAFCEK, C8-Carbamidomethyl (57.02146 Da), C17-Carbamidomethyl (57.02146 Da), K1-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 764.63811 Da (+6.08 mmu/+7.95 ppm),   MH+: 2291.89979 Da,   RT: 27.2438 min,
Identified with: Sequest HT (v1.17); XCorr:4.41, Percolator q-Value:0.0e0, Percolator PEP:7.4e-8, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: LAKTYETTLEK, K3-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 677.85697 Da (-1.68 mmu/-2.49 ppm),   MH+: 1354.70667 Da,   RT: 30.4126 min,
Identified with: Sequest HT (v1.17); XCorr:2.31, Percolator q-Value:9.0e-4, Percolator PEP:3.3e-2, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: LDELRDEGKASSAK, K9-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 526.26442 Da (-0.86 mmu/-1.64 ppm),   MH+: 1576.77872 Da,   RT: 26.5905 min,
Identified with: Sequest HT (v1.17); XCorr:4.69, Percolator q-Value:0.0e0, Percolator PEP:9.9e-6, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: LKECCEKPLLEK, C4-Carbamidomethyl (57.02146 Da), C5-Carbamidomethyl (57.02146 Da), K2-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 535.60519 Da (-0.4 mmu/-0.76 ppm),   MH+: 1604.80103 Da,   RT: 29.9410 min,
Identified with: Sequest HT (v1.17); XCorr:4.45, Percolator q-Value:0.0e0, Percolator PEP:5.6e-5, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: LVNEVTEFAKTCVADESAENCDK, C12-Carbamidomethyl (57.02146 Da), C21-Carbamidomethyl (57.02146 Da), K10-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 896.39890 Da (+0.34 mmu/+0.38 ppm),   MH+: 2687.18213 Da,   RT: 55.0075 min,
Identified with: Sequest HT (v1.17); XCorr:6.18, Percolator q-Value:0.0e0, Percolator PEP:4.6e-9, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: MPCAEDYLSVVLNQLCVLHEKTPVSDR, C3-Carbamidomethyl (57.02146 Da), C16-Carbamidomethyl (57.02146 Da), K21-Carboxymethyl (58.00548 Da)
Charge: +4,   Monoisotopic m/z: 808.63563 Da (-6.9 mmu/-8.54 ppm),   MH+: 3231.52069 Da,   RT: 80.0964 min,
Identified with: Sequest HT (v1.17); XCorr:7.34, Percolator q-Value:0.0e0, Percolator PEP:3.6e-9, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: NLNEKDYELLCLDGTR, C11-Carbamidomethyl (57.02146 Da), K5-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 670.99201 Da (+5.94 mmu/+8.85 ppm),   MH+: 2010.96149 Da,   RT: 59.0158 min,
Identified with: Sequest HT (v1.17); XCorr:3.69, Percolator q-Value:0.0e0, Percolator PEP:4.1e-5, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: NTYEKYLGEEYVK, K5-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 565.27509 Da (+5.06 mmu/+8.95 ppm),   MH+: 1693.81071 Da,   RT: 44.3061 min,
Identified with: Sequest HT (v1.17); XCorr:3.34, Percolator q-Value:0.0e0, Percolator PEP:2.6e-4, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: QNCELFEQLGEYKFQNALLVR, C3-Carbamidomethyl (57.02146 Da), K13-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 886.43852 Da (-0.6 mmu/-0.68 ppm),   MH+: 2657.30100 Da,   RT: 72.8261 min,
Identified with: Sequest HT (v1.17); XCorr:7.07, Percolator q-Value:0.0e0, Percolator PEP:2.0e-9, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: QSNNKYAASSYLSLTPEQWK, K5-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 791.72246 Da (+5.71 mmu/+7.21 ppm),   MH+: 2373.15284 Da,   RT: 55.0079 min,
Identified with: Sequest HT (v1.17); XCorr:4.03, Percolator q-Value:0.0e0, Percolator PEP:9.3e-4, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: SGLSTGWTQLSKLLELTGPK, K12-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 725.40099 Da (+6.03 mmu/+8.32 ppm),   MH+: 2174.18841 Da,   RT: 78.1867 min,
Identified with: Sequest HT (v1.17); XCorr:4.30, Percolator q-Value:0.0e0, Percolator PEP:7.9e-4, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: SHCIAEVENDEMPADLPSLAADFVESKDVCK, C3-Carbamidomethyl (57.02146 Da), C30-Carbamidomethyl (57.02146 Da), K27-Carboxymethyl (58.00548 Da)
Charge: +4,   Monoisotopic m/z: 884.39562 Da (-2.57 mmu/-2.9 ppm),   MH+: 3534.56066 Da,   RT: 71.8240 min,
Identified with: Sequest HT (v1.17); XCorr:6.25, Percolator q-Value:0.0e0, Percolator PEP:2.1e-9, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: SKEQLTPLIK, K2-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 607.85343 Da (+0.26 mmu/+0.42 ppm),   MH+: 1214.69959 Da,   RT: 44.4089 min,
Identified with: Sequest HT (v1.17); XCorr:3.36, Percolator q-Value:0.0e0, Percolator PEP:1.8e-5, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: SYSCQVTHEGSTVEKTVAPTECS, C4-Carbamidomethyl (57.02146 Da), C22-Carbamidomethyl (57.02146 Da), K15-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 872.38634 Da (+6.97 mmu/+7.98 ppm),   MH+: 2615.14447 Da,   RT: 38.9507 min,
Identified with: Sequest HT (v1.17); XCorr:4.90, Percolator q-Value:0.0e0, Percolator PEP:4.0e-5, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: TCVADESAENCDKSLHTLFGDK, C2-Carbamidomethyl (57.02146 Da), C11-Carbamidomethyl (57.02146 Da), K13-Carboxymethyl (58.00548 Da)
Charge: +4,   Monoisotopic m/z: 639.53634 Da (+5.27 mmu/+8.24 ppm),   MH+: 2555.12352 Da,   RT: 46.7833 min,
Identified with: Sequest HT (v1.17); XCorr:5.62, Percolator q-Value:0.0e0, Percolator PEP:4.2e-6, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: TFTCTAAYPESKTPLTATLSK, C4-Carbamidomethyl (57.02146 Da), K12-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 782.72886 Da (+6.23 mmu/+7.96 ppm),   MH+: 2346.17202 Da,   RT: 50.1129 min,
Identified with: Sequest HT (v1.17); XCorr:4.41, Percolator q-Value:0.0e0, Percolator PEP:7.1e-6, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: TYETTLEKCCAAADPHECYAK, C9-Carbamidomethyl (57.02146 Da), C10-Carbamidomethyl (57.02146 Da), C18-Carbamidomethyl (57.02146 Da), K8-Carboxymethyl (58.00548 Da)
Charge: +4,   Monoisotopic m/z: 644.77908 Da (+5.18 mmu/+8.04 ppm),   MH+: 2576.09451 Da,   RT: 37.9694 min,
Identified with: Sequest HT (v1.17); XCorr:6.56, Percolator q-Value:0.0e0, Percolator PEP:1.0e-8, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: VDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSK, K20-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 1226.58593 Da (+9.48 mmu/+7.73 ppm),   MH+: 3677.74324 Da,   RT: 56.1111 min,
Identified with: Sequest HT (v1.17); XCorr:7.83, Percolator q-Value:0.0e0, Percolator PEP:1.0e-6, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: VFDEFKPLVEEPQNLIK, K6-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 701.70268 Da (-2.46 mmu/-3.5 ppm),   MH+: 2103.09348 Da,   RT: 73.2572 min,
Identified with: Sequest HT (v1.17); XCorr:5.18, Percolator q-Value:0.0e0, Percolator PEP:1.9e-6, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: VKDLATVYVDVLK, K2-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 507.62787 Da (+4.01 mmu/+7.9 ppm),   MH+: 1520.86905 Da,   RT: 61.8847 min,
Identified with: Sequest HT (v1.17); XCorr:3.20, Percolator q-Value:2.0e-5, Percolator PEP:5.4e-3, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: VKDLATVYVDVLKDSGR, K13-Carboxymethyl (58.00548 Da)
Charge: +4,   Monoisotopic m/z: 484.76932 Da (+4.23 mmu/+8.72 ppm),   MH+: 1936.05546 Da,   RT: 56.4484 min,
Identified with: Sequest HT (v1.17); XCorr:4.33, Percolator q-Value:0.0e0, Percolator PEP:1.8e-5, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: VKSPELQAEAK, K2-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 629.33773 Da (-0.17 mmu/-0.27 ppm),   MH+: 1257.66817 Da,   RT: 26.9253 min,
Identified with: Sequest HT (v1.17); XCorr:2.06, Percolator q-Value:0.0e0, Percolator PEP:3.0e-3, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: VMPICLPSKNYAEVGR, C5-Carbamidomethyl (57.02146 Da), K9-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 631.31937 Da (+1.03 mmu/+1.63 ppm),   MH+: 1891.94356 Da,   RT: 53.1373 min,
Identified with: Sequest HT (v1.17); XCorr:4.21, Percolator q-Value:0.0e0, Percolator PEP:1.4e-5, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: VSNKALPAPIEK, K4-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 662.87554 Da (-1.65 mmu/-2.49 ppm),   MH+: 1324.74380 Da,   RT: 31.5801 min,
Identified with: Sequest HT (v1.17); XCorr:2.16, Percolator q-Value:2.0e-5, Percolator PEP:5.1e-3, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: VTKCCTESLVNR, C4-Carbamidomethyl (57.02146 Da), C5-Carbamidomethyl (57.02146 Da), K3-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 762.85400 Da (-6.88 mmu/-9.02 ppm),   MH+: 1524.70073 Da,   RT: 26.2440 min,
Identified with: Sequest HT (v1.17); XCorr:2.80, Percolator q-Value:0.0e0, Percolator PEP:3.9e-4, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: VTVLGQPKANPTVTLFPPSSEELQANK, K8-Carboxymethyl (58.00548 Da)
Charge: +3,   Monoisotopic m/z: 975.19134 Da (+6.12 mmu/+6.28 ppm),   MH+: 2923.55947 Da,   RT: 59.9540 min,
Identified with: Sequest HT (v1.17); XCorr:5.27, Percolator q-Value:0.0e0, Percolator PEP:7.8e-7, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: WKNFPSPVDAAFR, K2-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 796.89464 Da (-1.8 mmu/-2.26 ppm), 



Sequence: YKAAFTECCQAADK, C8-Carbamidomethyl (57.02146 Da), C9-Carbamidomethyl (57.02146 Da), K2-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 860.87706 Da (+8.16 mmu/+9.48 ppm),   MH+: 1720.74685 Da,   RT: 30.3887 min,
Identified with: Sequest HT (v1.17); XCorr:3.56, Percolator q-Value:0.0e0, Percolator PEP:1.4e-8, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da



Sequence: YLGEEYVKAVGNLR, K8-Carboxymethyl (58.00548 Da)
Charge: +2,   Monoisotopic m/z: 834.93326 Da (+0.04 mmu/+0.05 ppm),   MH+: 1668.85925 Da,   RT: 60.0972 min,
Identified with: Sequest HT (v1.17); XCorr:2.59, Percolator q-Value:0.0e0, Percolator PEP:3.4e-2, Ions matched by search engine: 0/0
Fragment match tolerance used for search: 0.05 Da
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