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Supplemental Material:

Figure S1A. 2D Gel Difference Image (2835 #3) of averaged 2% butanol (gels 2835 #3-4) versus averaged control
(gels 2835 #1-2). Polypeptide spots increased in 2% butanol vs control are outlined in blue, while spots
decreased in 2% butanol vs control are outlined in red. Figure S1B. 2D Gel Difference Image ( 2835 #2) of control
to show spots increased in averaged control (gels 2835 #1-2) versus averaged 2% butanol (gels 2835 #3-4).
Polypeptide spots increased in 2% butanol vs control are outlined in blue, while spots decreased in 2% butanol

vs control are outlined in red.

Figure S2A. 2D Gel Difference Image (2835 #5) of averaged 3% butanol (gels 2835 #5-6) versus averaged control
(gels 2835 #1-2). Polypeptide spots increased in 3% butanol vs control are outlined in blue, while spots
decreased in 3% butanol vs control are outlined in red. Figure S2B. 2D Gel Difference Image (2835 #2) of control
to show spots increased in averaged control (gels 2835 #1-2) (in red) versus averaged 3% butanol (gels 2835 #5-
6). Polypeptide spots increased in 3% butanol vs control are outlined in blue, while spots decreased in 3%

butanol vs control are outlined in red.

Table S1. 2D-gel computational image analyses of protein spots from L. musosae with increased expression in

response to growth in media containing 2, 3 and 4% butanol versus 0% butanol (39 spots).
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Table S2. 2D-gel computational image analyses of protein spots from L. musosae with decreased expression in

response to growth in media containing 2, 3 and 4% butanol versus 0% butanol (14 spots).
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Table S1

2D-gel computational image analyses of protein spots from L. musosae with
increased expression in response to growth in media containing 2, 3 and 4%
butanol versus 0% butanol (39 spots).
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Table S2

2D-gel computational image analyses of protein spots from L. musosae with decreased
expression in response to growth in media containing 2, 3 and 4% butanol versus 0% butanol
(14 spots).
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