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Figure S1. SDS-PAGE bands of native HSA and cHSA (cHSA-2 was used as the representative
sample)
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Figure S2. DLS size distribution of HSA, cHSA-1 and cHSA-2 (0.25 mg/ml in 0.1 M PB (pH 7.4),
25 °C, each curve represents average of three measurements)
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Figure S3. Sequence alignment results of four rounds of biopanning on cHSA-2
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Figure S4. ITC raw titration data and fitting of integrated heat plots of peptide cH2-p1 titration

into anti-Heit

Table S1. Frequency of amino acids included in result of biopanning on cHSA-2
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Frequency (%)
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