
S-1

SUPPLEMENTAL INFORMATION

Moving pieces in a cellular puzzle: a cryptic peptide from the scorpion 
toxin Ts14 activates AKT and ERK signaling and decreases cardiac 
myocyte contractility via dephosphorylation of phospholamban 

Diana P. Goméz-Mendoza1,‡; Rafael Pereira Lemos1,‡; Itamar C.G. Jesus1; 

Vladimir Gorshkov2; Shaun M. K. McKinnie3,&; John C. Vederas3; Frank 

Kjeldsen2; Silvia Guatimosim1; Robson Augusto Santos1; Adriano M. C. 

Pimenta4,*; Thiago Verano-Braga1,* 

1Departamento de Fisiologia e Biofísica, Universidade Federal de Minas Gerais, 

Belo Horizonte, Brazil.

2Department of Biochemistry and Molecular Biology, University of Southern 

Denmark, Odense, Denmark.

3Department of Chemistry, University of Alberta, Edmonton, Alberta, Canada.

4Departamento de Bioquímica e Imunologia, Universidade Federal de Minas 

Gerais, Belo Horizonte, Brazil.

&Present address: Department of Chemistry and Biochemistry, University of 

California, Santa Cruz, California, USA.

‡These authors contributed equally to this work.

*These authors contributed equally to the senior authorship of this work.

Corresponding authors: 

Thiago Verano-Braga; e-mail: tvbraga@icb.ufmg.br 

Adriano M.C Pimenta; e-mail: apimenta@icb.ufmg.br



S-2

Table of contents

Figure S1. Box-plot of protein and phosphoprotein normalized intensity values 

of identified proteins in mouse cardiomyocytes (Page S-3).

Figure S2. Histograms displayed normal distribution of protein and 

phosphoprotein intensity values identified in mouse cardiomyocytes (Page S-4).

Figure S3. Western blotting. Representative photos taken from the membranes 

(Page S-5). 

Supporting excel files (.xlsx)

Table S1. Differentially regulated proteins identified in mouse cardiomyocyte 

proteome after KPP incubation

Table S2. Differentially regulated phosphopeptides identified in mouse 

cardiomyocyte phosphoproteome after KPP incubation



S-3

Figure S1. Box-plot of protein and phosphoprotein normalized intensity 
values of identified proteins in mouse cardiomyocytes Isolated mouse 

cardiomyocyte samples were submitted to KPP incubation during 5 (T5-in 

green) and 30 min (T30- in blue) before proteomics protocol. No incubation was 

used as control group (T0-in red). Four independent replicates (Rep) from each 

experimental group were analysed on mass spectrometer that result in 2049 

protein groups were identified and quantified among 12 samples. Intensity 

values were normalized by subtracting the median at column level and mean at 

row level. Phosphoproteomic assessment leads us to identify and quantify 608 

class I phosphopeptides (>0.75 confidence) in the 12 samples. 
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Figure S2. Histograms displayed normal distribution of protein and 
phosphoprotein intensity values identified in the mouse cardiomyocytes. 
KPP induced proteome and phosphoproteome data intensities after 5 min (T5 in 

green), 30 min (T30 in blue) incubation and control group (T0 in red) were 

normalized by subtracting median value at column and mean value at row. 

Intensities of phosphosites identified were also normalized by the proteome 

intensities when possible. 
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Figure S3. Western blotting. Representative photos taken from the 

membranes


