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Figure S1. PCE dechlorina�on in the 174 microcosms. Blank boxes represent no detec�on of PCE 
dechlorina�on ac�vity a�er three months of incuba�on. Samples in red font represent no PCB180 
dechlorina�on ac�vity.
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Figure S2. Preference of meta- and para-chlorines in reduc�ve dechlorina�on of PCB180 in the 
135 PCB/PCE-dechlorina�ng sediment-free cultures (A) and characterized Dehalococcoides mccartyi 
strains (B). * A mixed culture containing D. mccartyi 195.
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Figure S3. Microbial community composi�on of (A) 135 PCB/PCE-dechlorina�ng microcosms and (B)29 PCE-
dechlorina�ng microcosms without PCB dechlorina�on ac�vity. Top 20 most abundant genus and known 
OHRBs (average rela�ve abundance > 0.01%) were included in the figure. 
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Figure S4. Predicted microbial community func�on of the 135 PCB/PCE-dechlorina�ng microcosms.
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