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Figure S1. Boxplots of WGCNA eigenproteins for all clusters 



 

 

Table S1 Top six hub proteins for cluster green 

Uniprot Protein Number.Peptides 

P40926 1/P40926_HUMAN 2 

Q9UJA5 1/Q9UJA5_HUMAN 3 

P28288 1/P28288_HUMAN 2 

Q15063 1/Q15063_HUMAN 6 

Q9H0J9 1/Q9H0J9_HUMAN 2 

P55084 1/P55084_HUMAN 2 

   
 
 
 
   

Table S2 Top six hub proteins for cluster yellow 

Uniprot Protein Number.Peptides 

Q9Y285 1/Q9Y285_HUMAN 2 

Q9BZH6 1/Q9BZH6_HUMAN 2 

Q12923 1/Q12923_HUMAN 5 

P02771 sp|P02771|FETA_HUMAN 9 

P02671 sp|P02671|FIBA_HUMAN 38 

P11047 1/P11047_HUMAN 4 
 

 


