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144 IPI00220327P04264 Keratin, type II cytoskeletal 1 137 5 2 5 8.07% 66067.7 8.16
145 IPI00220327P04264 Keratin, type II cytoskeletal 1 271 8 8 8 13.66% 66067.7 8.16
148 IPI00337736Q86UP2 Kinectin 199 11 8 14 11.46% 149612.53 5.57
149 IPI00328753Q86UP2 Kinectin 531 19 13 21 17.91% 156277.11 5.52
214 IPI00002966P34932 Heat shock 70 kDa protein 4 62 4 4 5 7.62% 94300.75 5.18
228 IPI00027230P14625 Endoplasmin 347 11 6 12 15.19% 92469.64 4.76
234 IPI00027230P14625 Endoplasmin 106 6 5 7 10.59% 92469.64 4.76
246 IPI00414835Q9P2E9 Ribosome binding protein 1 149 7 1 7 6.88% 109911.94 5.51
259 IPI00021891P02679 Fibrinogen gamma chain precursor 140 5 2 5 11.70% 51511.99 5.37 0.83 7.10E-04 2.9 M>B
260 IPI00021891P02679 Fibrinogen gamma chain 79 3 3 3 7.95% 51511.99 5.37 0.85 1.50E-02 3 M>B
260 IPI00022774P55072 Transitional endoplasmic reticulum ATPase 74 5 2 5 6.70% 89322.92 5.14 0.85 1.50E-02 3 M>B
265 IPI00021891P02679 Fibrinogen gamma chain 113 2 2 2 5.52% 51511.99 5.37 0.86 1.80E-04 3.3 M>B
266 IPI00021891P02679 Fibrinogen gamma chain 69 2 2 2 5.52% 51511.99 5.37 0.9 1.50E-05 3.8 M>B
267 IPI00021891P02679 Fibrinogen gamma chain 60 3 3 3 7.73% 51511.99 5.37 0.91 1.20E-05 3.9 M>B
306 IPI00022774P55072 Transitional endoplasmic reticulum ATPase 62 4 2 4 5.71% 89322.92 5.14 0.94 1.40E-03 2.8 M>B
317 IPI00456887Q8N3B3 Hypothetical protein DKFZp762N1910 60 3 2 3 3.76% 101753.3 5.35
324 IPI00027230P14625 Endoplasmin 241 10 3 10 12.58% 92469.64 4.76 0.9 1.50E-05 2.1 M>B
325 IPI00027230P14625 Endoplasmin 244 10 4 11 13.57% 92469.64 4.76 0.91 1.00E-05 2.2 M>B
338 IPI00022774P55072 Transitional endoplasmic reticulum ATPase 102 9 1 9 11.41% 89322.92 5.14 0.89 3.80E-05 1.7 M>B 0.72 0.017 1.5 M>BL
447 IPI00216952P02545 Lamin A/C 178 9 5 10 17.66% 65135.61 6.4 0.86 0.0012 1.9 BL>M
466 IPI00003362P11021 78 kDa glucose-regulated protein 167 7 2 7 12.54% 72333.74 5.07 0.92 6.70E-06 2.3 M>B
476 IPI00217975P20700 Lamin B1 155 7 2 7 12.46% 66409.12 5.11
476 IPI00003362P11021 78 kDa glucose-regulated protein 133 8 3 8 14.07% 72333.74 5.07
476 IPI00022434P02768 Serum albumin 80 4 0 4 6.08% 69366.99 5.92
476 IPI00003865P11142 Heat shock cognate 71 kDa protein 53 2 1 2 3.25% 70898.84 5.37
483 IPI00216952P02545 Lamin A/C 491 16 7 16 29.02% 65135.61 6.4 0.86 8.6e-05 1.8 BL>M
484 IPI00217975P20700 Lamin B1 240 9 4 10 19.11% 66409.12 5.11
484 IPI00003362P11021 78 kDa glucose-regulated protein 115 8 3 8 15.44% 72333.74 5.07
486 IPI00216952P02545 Lamin A/C 496 14 5 14 25.00% 65135.61 6.4 0.79 0.0019 1.8 BL>M
487 IPI00216952P02545 Lamin A/C 503 11 8 13 22.73% 65135.61 6.4 0.8 0.0011 1.8 BL>M
516 IPI00022434P02768 Serum albumin 43 4 0 4 7.39% 69366.99 5.92
516 IPI00217975P20700 Lamin B1 42 3 0 3 6.31% 66409.12 5.11
521 IPI00022434P02768 Serum albumin 246 12 5 12 19.70% 69366.99 5.92 0.86 2.00E-04 2.2 B>M
525 IPI00022434P02768 Serum albumin 137 8 1 8 12.64% 69366.99 5.92 0.89 4.60E-05 2.5 B>M
525 IPI00033946P08107 Heat shock 70kDa protein 1B 65 2 0 2 2.81% 70025.92 5.48 0.89 4.60E-05 2.5 B>M
528 IPI00020986P51884 Lumican 51 2 2 2 6.21% 38429.45 6.16
554 IPI00216952P02545 Lamin A/C 668 18 10 18 34.44% 65135.61 6.4
558 IPI00216952P02545 Lamin A/C 484 13 9 13 25.35% 65135.61 6.4
558 IPI00220327P04264 Keratin, type II cytoskeletal 1 89 7 2 7 11.80% 66067.7 8.16
565 IPI00009771Q03252 Lamin B2 1065 26 14 26 43.50% 67689.67 5.29
606 IPI00003362P11021 78 kDa glucose-regulated protein 211 9 5 9 19.27% 72333.74 5.07
606 IPI00220327P04264 Keratin, type II cytoskeletal 1 164 5 3 5 8.39% 66067.7 8.16
606 IPI00216049P61978 Heterogeneous nuclear ribonucleoprotein K 118 4 3 4 11.88% 50976.9 5.39
617 IPI00216049P61978 Heterogeneous nuclear ribonucleoprotein K 277 8 4 8 18.36% 50976.9 5.39
617 IPI00019359P35527 Keratin, type I cytoskeletal 9 271 6 2 6 10.75% 62065.26 5.14
617 IPI00329351P10809 60 kDa heat shock protein 95 5 2 5 8.70% 61213.62 5.7
621 IPI00021405P02545 Lamin A/C 823 21 9 21 31.78% 74140.37 6.57
623 IPI00020599P27797 Calreticulin 149 5 1 6 13.67% 48141.67 4.29 0.89 0.0006 2.1 M>BL
628 IPI00216952P02545 Lamin A/C 659 14 9 15 27.45% 65135.61 6.4
642 IPI00217975P20700 Lamin B1 165 8 2 9 15.70% 66409.12 5.11
642 IPI00216049P61978 Heterogeneous nuclear ribonucleoprotein K 59 2 2 2 4.97% 50976.9 5.39
663 IPI00019359P35527 Keratin, type I cytoskeletal 9 416 9 4 9 15.09% 62065.26 5.14
663 IPI00329351P10809 60 kDa heat shock protein 118 7 4 8 15.30% 61213.62 5.7
663 IPI00220327P04264 Keratin, type II cytoskeletal 1 41 2 1 2 2.95% 66067.7 8.16
670 IPI00329351P10809 60 kDa heat shock protein 403 13 9 14 25.57% 61213.62 5.7
688 IPI00329351P10809 60 kDa heat shock protein 178 9 6 9 18.26% 61213.62 5.7 0.95 2.10E-05 2.7 M>B 0.8 0.0012 1.7 M>BL
688 IPI00216049P61978 Heterogeneous nuclear ribonucleoprotein K 123 5 4 6 14.69% 50976.9 5.39 0.95 2.10E-05 2.7 M>B 0.8 0.0012 1.7 M>BL
688 IPI00019359P35527 Keratin, type I cytoskeletal 9 91 4 2 4 6.10% 62065.26 5.14 0.95 2.10E-05 2.7 M>B 0.8 0.0012 1.7 M>BL
688 IPI00220327P04264 Keratin, type II cytoskeletal 1 50 2 3 3 5.28% 66067.7 8.16 0.95 2.10E-05 2.7 M>B 0.8 0.0012 1.7 M>BL
694 IPI00010796P07237 Protein disulfide-isomerase 271 10 4 11 23.03% 57116.65 4.76 0.88 3.00E-04 2.1 M>B
694 IPI00242956O95784;Q9Y6R7Fc fragment of IgG binding protein 101 3 1 3 0.65% 572098.23 5.14 0.88 3.00E-04 2.1 M>B
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0.9 3.70E-03 2.6 BRCA1>M 0.84 4.00E-02 2.8 BRCA1>BL 0.98 2.00E-03 3.7 BRCA1>B
0.91 1.50E-03 3.6 BRCA1>B

0.9 7.50E-03 3.7 BL>B 0.96 1.90E-02 3.4 BRCA1>B
0.9 7.50E-03 3.7 BL>B 0.96 1.90E-02 3.4 BRCA1>B

0.87 7.20E-03 3 BRCA1>B
0.79 6.90E-03 2.4 BL>B 0.84 9.60E-03 2.8 BRCA1>B
0.77 1.20E-02 2.2 BL>B 0.81 2.00E-02 2.6 BRCA1>B
0.85 4.50E-02 2.5 BL>B 0.95 3.20E-02 2.6 BRCA1>B

0.82 5.30E-03 1.9 M>BRCA1
0.82 4.60E-03 2.1 M>BRCA1
0.85 1.80E-03 1.8 M>BRCA1

0.83 1.90E-02 2 BRCA1>M

0.87 9.10E-04 2.5 BRCA1>M

0.83 3.40E-03 2.4 BRCA1>M
0.83 4.00E-03 2.1 BRCA1>M
0.83 4.00E-03 2.1 BRCA1>M

0.89 7.70E-03 2.1 BRCA1>BL

0.89 4.70E-04 3.3 BRCA1>M 0.79 2.30E-02 3 BRCA1>BL

0.82 1.30E-02 2.2 BRCA1>BL
0.94 7.10E-04 3.4 BRCA1>M 0.91 5.40E-03 3 BRCA1>BL 0.95 6.20E-03 3.7 BRCA1>B
0.94 7.10E-04 3.4 BRCA1>M 0.91 5.40E-03 3 BRCA1>BL 0.95 6.20E-03 3.7 BRCA1>B

0.98 6.50E-04 2.1 BRCA1>B
0.98 6.50E-04 2.1 BRCA1>B
0.98 6.50E-04 2.1 BRCA1>B

0.97 2.20E-03 2.9 M>BRCA1
0.97 2.20E-03 2.9 M>BRCA1
0.97 2.20E-03 2.9 M>BRCA1
0.97 2.20E-03 2.9 M>BRCA1



694 IPI00027230P14625 Endoplasmin 80 3 1 3 3.74% 92469.64 4.76 0.88 3.00E-04 2.1 M>B
694 IPI00334775Q9H6X9;Q9NTK6Hypothetical protein DKFZp761K0511 64 2 1 2 2.85% 84844.36 5.26 0.88 3.00E-04 2.1 M>B
711 IPI00220327P04264 Keratin, type II cytoskeletal 1 92 4 2 4 6.37% 66067.7 8.16
711 IPI00216952P02545 Lamin A/C 86 5 1 5 10.75% 53198.04 6.03
727 IPI00007752P05217 Tubulin beta-2 chain 141 9 2 9 20.67% 49831.57 4.79
727 IPI00242956O95784;Q9Y6R7Fc fragment of IgG binding protein 90 3 0 3 0.65% 572098.23 5.14
735 IPI00010720P48643 T-complex protein 1, epsilon subunit 128 5 5 7 13.68% 59671.91 5.45
783 IPI00007752P05217 Tubulin beta-2 chain 433 12 6 12 29.89% 49831.57 4.79
783 IPI00011654Q9H4B7 Tubulin beta-1 chain 378 11 6 11 27.25% 49759.46 4.75
783 IPI00003362P11021 78 kDa glucose-regulated protein 169 8 4 9 15.90% 72333.74 5.07
793 IPI00008223P54727 UV excision repair protein RAD23 homolog B 58 2 2 2 5.13% 43171.5 4.79
793 IPI00328319Q09028 Chromatin assembly factor 1 subunit C 54 3 2 3 7.91% 50770.57 4.91
799 IPI00328319Q09028 Chromatin assembly factor 1 subunit C 122 5 1 5 12.75% 50770.57 4.91
801 IPI00142634P05218 Tubulin beta-5 chain 426 15 7 15 38.96% 49671.37 4.78
801 IPI00007752P05217 Tubulin beta-2 chain 415 13 6 13 32.13% 49831.57 4.79
801 IPI00013475O43209;Q9UGA2;Q13885Beta tubulin 267 12 5 12 30.11% 49907.55 4.78
801 IPI00418471P08670 Vimentin 135 5 1 5 11.95% 47488.54 5.01
801 IPI00009865P13645 Keratin, type I cytoskeletal 10 88 4 1 4 6.24% 59519.43 5.13
826 IPI00020599P27797 Calreticulin 196 7 1 8 20.62% 48141.67 4.29 0.88 6.40E-05 2.5 M>B 0.76 0.0028 1.7 M>BL
850 IPI00216952P02545 Lamin A/C 171 7 2 7 14.41% 53198.04 6.03
850 IPI00025252P30101 Protein disulfide-isomerase A3 88 2 2 2 4.16% 56782.77 5.98
850 IPI00289535O75439 Mitochondrial processing peptidase beta subunit 67 3 4 4 8.79% 54366.79 6.38
855 IPI00304802P36957 Dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogena206 3 2 3 7.73% 48640.66 9.01
855 IPI00329351P10809 60 kDa heat shock protein 144 5 4 5 10.61% 61213.62 5.7
855 IPI00220644P14618 Pyruvate kinase, isozymes M1/M2 68 4 2 5 12.76% 58293.98 7.6
859 IPI00298497P02675 Fibrinogen beta chain 141 7 3 7 18.94% 55928.74 8.54
860 IPI00305457P01009  Alpha-1-antitrypsin 244 5 1 5 14.83% 46737.05 5.37
860 IPI00220327P04264 Keratin, type II cytoskeletal 1 73 5 2 5 9.16% 66067.7 8.16
871 IPI00304802P36957 Dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogenase103 3 2 3 7.73% 48640.66 9.01 0.88 1.60E-04 2.1 M>B
901 IPI00305457P01009 Alpha-1-antitrypsin 79 3 2 3 10.29% 46737.05 5.37
901 IPI00387176P08670 Vimentin 65 3 2 3 7.32% 47488.54 5.01
902 IPI00021405P02545 Lamin A/C 172 6 3 6 10.84% 74140.37 6.57 0.92 7.50E-05 2 M>B
902 IPI00025252P30101 Protein disulfide-isomerase A3 134 6 3 6 14.26% 56782.77 5.98 0.92 7.50E-05 2 M>B
915 IPI00217975P20700 Lamin B1 284 8 6 9 17.41% 66409.12 5.11
915 IPI00418411P05787 Keratin, type II cytoskeletal 8 214 6 4 7 13.66% 55909.36 5.62
915 IPI00401264Q9BS26 Thioredoxin domain containing protein 4 200 7 3 8 22.91% 46971.66 5.09
915 IPI00306959P08729 Keratin, type II cytoskeletal 7 181 6 4 7 15.78% 51419.35 5.42
915 IPI00220985P05783 Keratin, type I cytoskeletal 18 123 2 2 2 4.81% 48823.24 5.55
929 IPI00216171P09104 Enolase 2 206 5 3 5 14.29% 47269.05 4.91
929 IPI00418471P08670 Vimentin 129 6 3 6 14.15% 47488.54 5.01
930 IPI00299000Q9UQ80 Proliferation-associated protein 2G4 222 7 3 7 18.78% 43787.3 6.13
930 IPI00021405P02545 Lamin A/C 83 4 2 4 6.63% 74140.37 6.57
935 IPI00014537O43852 Calumenin 140 5 2 5 16.19% 37106.99 4.47 0.9 5.2e-06 2 M>BL
946 IPI00216952P02545 Lamin A/C 828 19 9 20 42.37% 53198.04 6.03
947 IPI00009328P38919 Probable ATP-dependent helicase DDX48 200 5 2 5 10.95% 46871.77 6.3 0.85 0.00058 1.5 M>BL
947 IPI00216952P02545 Lamin A/C 106 7 2 7 15.05% 53198.04 6.03 0.85 0.00058 1.5 M>BL
947 IPI00220327P04264 Keratin, type II cytoskeletal 1 53 2 2 3 5.12% 66067.7 8.16 0.85 0.00058 1.5 M>BL
952 IPI00329351P10809 60 kDa heat shock protein 257 9 7 10 21.91% 61213.62 5.7
952 IPI00418411P05787 KRT8 protein 124 4 2 4 7.52% 55909.36 5.62
952 IPI00306959P08729 Keratin, type II cytoskeletal 7 103 5 3 6 14.93% 51419.35 5.42
952 IPI00220985P05783 Keratin, type I cytoskeletal 18 54 2 2 2 4.81% 48823.24 5.55
957 IPI00045396O43852 Calumenin 184 9 3 9 33.02% 37134.97 4.41 0.91 1.8e-06 1.9 M>BL
966 IPI00021405P02545 Lamin A/C 246 5 4 5 8.43% 74140.37 6.57
970 IPI00007765P38646 Stress-70 protein 163 4 4 6 11.93% 73681.34 5.87
970 IPI00021304P35908 Keratin, type II cytoskeletal 2 epidermal 139 7 3 7 12.71% 65866.22 8.07
970 IPI00009865P13645 Keratin, type I cytoskeletal 10 135 4 3 4 7.42% 59519.43 5.13
970 IPI00220327P04264 Keratin, type II cytoskeletal 1 129 5 3 5 8.85% 66067.7 8.16
977 IPI00216952P02545 Lamin A/C 716 19 8 19 42.80% 53198.04 6.03
977 IPI00025815Q13148 TAR DNA-binding protein-43 96 4 3 4 10.63% 44740.32 5.85
1005 IPI00329351P10809 60 kDa heat shock protein 227 10 5 10 18.61% 61213.62 5.7
1005 IPI00021439P60709 Actin, cytoplasmic 1 140 4 0 4 11.20% 41737.23 5.29
1005 IPI00306959P08729 Keratin, type II cytoskeletal 7 130 5 1 5 10.87% 51419.35 5.42
1005 IPI00220985P05783 Keratin, type I cytoskeletal 18 74 4 2 5 12.59% 48823.24 5.55
1005 IPI00550818P08727 Keratin, type I cytoskeletal 19 72 5 1 5 11.99% 45898.72 5.17
1005 IPI00217975P20700 Lamin B1 69 3 3 5 8.36% 66409.12 5.11
1013 IPI00387176P08670 Vimentin 537 16 9 16 37.32% 47488.54 5.01



1 2.50E-03 2 BL>B 1 7.90E-03 1.6 BRCA1>B
1 2.50E-03 2 BL>B 1 7.90E-03 1.6 BRCA1>B
0.85 2.20E-03 1.9 BL>B
0.85 2.20E-03 1.9 BL>B

0.99 2.30E-04 3.3 M>BRCA1 0.85 4.20E-02 2.9 B>BRCA1
0.99 2.30E-04 3.3 M>BRCA1 0.85 4.20E-02 2.9 B>BRCA1
0.99 2.30E-04 3.3 M>BRCA1 0.85 4.20E-02 2.9 B>BRCA1

0.87 9.10E-04 2.2 M>BRCA1
0.9 3.10E-03 2.6 BRCA1>B
0.9 3.10E-03 2.6 BRCA1>B
0.9 3.10E-03 2.6 BRCA1>B

0.89 7.00E-03 2.1 BRCA1>B
0.88 6.20E-03 1.7 BRCA1>B
0.88 6.20E-03 1.7 BRCA1>B

0.8 9.60E-03 1.6 BL>B 0.89 3.00E-03 2 BRCA1>B

0.99 2.60E-06 3.1 BRCA1>M 0.93 3.80E-04 2.8 BRCA1>BL 0.93 2.00E-03 3 BRCA1>B

1 3.60E-02 6.7 BRCA1>M 1 1.20E-02 6.9 BRCA1>BL

0.9 9.30E-04 2 BRCA1>M
0.9 9.30E-04 2 BRCA1>M

0.81 4.30E-03 2.3 BL>B
0.81 4.30E-03 2.3 BL>B
0.81 4.30E-03 2.3 BL>B
0.81 4.30E-03 2.3 BL>B
0.81 4.30E-03 2.3 BL>B
0.81 4.30E-03 2.3 BL>B

0.9 9.40E-03 2.6 BL>BRCA1



1013 IPI00306959P08729 Keratin, type II cytoskeletal 7 331 10 5 10 22.81% 51419.35 5.42
1013 IPI00021439P60709 Actin, cytoplasmic 1 145 6 3 6 20.27% 41737.23 5.29
1013 IPI00328108P17661 Desmin 127 4 2 4 6.61% 53530.59 5.21
1042 IPI00220327P04264 Keratin, type II cytoskeletal 1 94 4 3 5 8.07% 66067.7 8.16 0.83 0.0014 1.7 M>BL
1042 IPI00013881P31943 Heterogeneous nuclear ribonucleoprotein H 75 3 1 3 5.79% 49230.06 5.89 0.83 0.0014 1.7 M>BL
1042 IPI00028888Q14103 Heterogeneous nuclear ribonucleoprotein D0 62 2 0 2 6.76% 38434.45 7.61 0.83 0.0014 1.7 M>BL
1046 IPI00023591Q00577 Transcriptional activator protein PUR-alpha 76 2 0 2 5.59% 34911.23 6.07
1046 IPI00299571Q15084 Protein disulfide-isomerase A6 50 2 0 2 4.55% 48121.66 4.95
1059 IPI00220644P14618 Pyruvate kinase, isozymes M1/M2 177 4 2 4 8.44% 58293.98 7.6
1063 IPI00298497P02675 Fibrinogen beta chain 177 8 2 8 16.29% 55928.74 8.54
1063 IPI00024623P45954 Acyl-CoA dehydrogenase, short/branched chain specific87 3 1 3 7.87% 47486 6.53
1072 IPI00298497P02675 Fibrinogen beta chain 186 7 3 7 15.89% 55928.74 8.54
1073 IPI00418471P08670 Vimentin 87 4 1 4 9.51% 47488.54 5.01 0.79 0.0021 1.7 M>BL
1073 IPI00015842Q15293 Reticulocalbin 1 precursor 61 4 0 4 11.78% 38890.32 4.86 0.79 0.0021 1.7 M>BL
1107 IPI00164305Q9UJZ1 Stomatin-like protein 2 599 12 8 12 44.38% 38534.53 6.87
1110 IPI00027341P40121 Macrophage capping protein 143 4 2 4 13.51% 38517.94 5.88 0.86 1.70E-04 2.4 M>B 0.75 0.0051 1.9 M>BL
1114 IPI00298497P02675 Fibrinogen beta chain 129 7 1 7 14.87% 55928.74 8.54
1114 IPI00019359P35527 Keratin, type I cytoskeletal 9 88 4 1 4 6.58% 62065.26 5.14
1114 IPI00220327P04264 Keratin, type II cytoskeletal 1 74 5 1 5 7.45% 66067.7 8.16
1116 IPI00012341Q13243 Splicing factor, arginine/serine-rich 5 43 3 1 3 11.76% 31264.21 11.59 1 7.00E-03 2.5 M>B
1118 IPI00298497P02675 Fibrinogen beta chain 243 10 5 10 24.85% 55928.74 8.54 0.88 5.40E-05 3.1 M>B
1118 IPI00334587Q99729 Heterogeneous nuclear ribonucleoprotein A/B 65 3 1 3 9.04% 35967.86 6.49 0.88 5.40E-05 3.1 M>B
1206 IPI00166768Q8N532 TUBA6 protein 76 2 0 2 5.54% 36649.03 8.2
1221 IPI00550818P08727 Keratin, type I cytoskeletal 19 225 8 3 8 19.18% 45898.72 5.17
1221 IPI00291262P10909 Clusterin 81 2 1 2 4.23% 52495.21 5.89
1247 IPI00001775P55735 SEC13-related protein 58 2 1 2 6.83% 35540.65 5.22 0.77 0.0031 1.3 M>BL
1253 IPI00005613Q01081 Splicing factor U2AF 35 kDa subunit 76 4 2 4 16.25% 27872.46 9.09 0.82 0.0016 1.5 M>BL
1253 IPI00011274O14979 JKTBP2 56 2 0 2 4.29% 46438 9.59 0.82 0.0016 1.5 M>BL
1257 IPI00215884Q07955 Splicing factor, arginine/serine-rich 1 158 4 2 4 17.34% 27744.92 10.37
1257 IPI00022434P02768 Serum albumin 94 3 1 3 4.11% 69366.99 5.92
1262 IPI00215884Q07955 Splicing factor, arginine/serine-rich 1 120 4 4 5 22.98% 27744.92 10.37
1280 IPI00003362P11021 78 kDa glucose-regulated protein 185 4 3 5 8.72% 72333.74 5.07
1290 IPI00015018Q15181 Inorganic pyrophosphatase 255 10 4 10 44.98% 32660.17 5.54 0.86 2.00E-04 3 M>B
1297 IPI00025465P20774 Mimecan 71 4 1 4 11.41% 33922.58 5.46
1297 IPI00003377Q16629 Splicing factor, arginine/serine-rich 7 64 1 0 1 5.04% 27366.88 11.83
1326 IPI00329801P08758 Annexin A5 154 4 1 4 11.91% 35805.99 4.94
1331 IPI00216049P61978 Heterogeneous nuclear ribonucleoprotein K 341 7 7 8 20.95% 50976.9 5.39 0.83 9.80E-04 3.2 M>B
1347 IPI00021439P60709 Actin, cytoplasmic 1 291 5 1 5 14.67% 41737.23 5.29 0.82 6.80E-03 2.5 M>B
1347 IPI00216049P61978 Heterogeneous nuclear ribonucleoprotein K 83 2 1 2 4.54% 50976.9 5.39 0.82 6.80E-03 2.5 M>B
1347 IPI00303476P06576 ATP synthase beta chain 50 3 3 3 7.94% 56560.66 5.26 0.82 6.80E-03 2.5 M>B
1363 IPI00021890Q92506 Estradiol 17-beta-dehydrogenase 8 264 5 3 5 26.44% 26974.09 6.09
1363 IPI00445114Q6ZTI9 Hypothetical protein FLJ44603 88 3 2 3 21.32% 21433.82 5.44
1366 IPI00010779P67936 Tropomyosin alpha 4 chain 431 12 8 14 54.03% 28522.16 4.67 0.89 3.80E-05 2.4 M>B
1366 IPI00218319P06753 Tropomyosin alpha 3 chain 403 11 5 13 51.21% 29033.05 4.75 0.89 3.80E-05 2.4 M>B
1366 IPI00013991P07951 Tropomyosin beta chain 220 5 6 7 22.89% 32851.03 4.66 0.89 3.80E-05 2.4 M>B
1367 IPI00021439P60709 Actin, cytoplasmic 1 141 5 0 5 13.33% 41737.23 5.29 0.93 5.30E-04 3.3 M>B
1377 IPI00003362P11021 78 kDa glucose-regulated protein 208 6 2 6 10.40% 72333.74 5.07 0.88 6.70E-05 2 M>B
1393 IPI00178440P24534 Elongation factor 1-beta 95 4 1 4 14.67% 24763.82 4.5 0.91 8.20E-06 2.3 M>B
1403 IPI00010896O00299 Chloride intracellular channel 1 197 6 3 6 28.22% 26922.94 5.09
1403 IPI00025252P30101 Protein disulfide-isomerase A3 115 4 2 4 8.51% 56782.77 5.98
1420 IPI00011229P07339 Cathepsin D 188 5 1 5 13.35% 44552.67 6.1
1420 IPI00220327P04264 Keratin, type II cytoskeletal 1 53 3 2 3 5.12% 66067.7 8.16
1427 IPI00011229P07339 Cathepsin D 173 5 2 5 13.59% 44552.67 6.1
1435 IPI00013890P31947 14-3-3 protein sigma 393 8 3 8 32.26% 27774.32 4.68 0.91 5.90E-05 2.3 M>B
1444 IPI00021794P10619 Lysosomal protective protein 68 1 1 1 2.71% 54466.64 6.16 0.95 6.00E-06 1.7 M>B
1475 IPI00024993P30084 Enoyl-CoA hydratase 231 7 4 8 30.00% 31371.7 8.34
1475 IPI00025512P04792 Heat-shock protein beta-1 120 3 1 3 14.63% 22782.64 5.98
1483 IPI00012340Q13242 Splicing factor, arginine/serine-rich 9 114 6 2 6 28.05% 25542.52 8.74
1483 IPI00072377Q01105 SET protein 72 3 1 3 10.00% 33489.01 4.23
1483 IPI00011229P07339 Cathepsin D 71 4 0 4 9.71% 44552.67 6.1
1484 IPI00291922P28066 Proteasome subunit alpha type 5 284 7 5 8 43.57% 26411.34 4.74
1491 IPI00029623P60900 Proteasome subunit alpha type 6 226 7 3 7 30.89% 27399.7 6.35
1491 IPI00328807P60174 Triosephosphate isomerase 85 3 2 3 14.11% 26538.49 6.51
1505 IPI00021439P60709 Actin, cytoplasmic 1 164 5 1 5 15.47% 41737.23 5.29
1508 IPI00003815P52565 Rho GDP-dissociation inhibitor 1 187 6 0 6 32.84% 23207.29 5.03 0.9 9.30E-05 2.1 M>B
1508 IPI00033946P08107 Heat shock 70kDa protein 1B 62 3 0 3 4.52% 70025.92 5.48 0.9 9.30E-05 2.1 M>B



0.9 9.40E-03 2.6 BL>BRCA1
0.9 9.40E-03 2.6 BL>BRCA1
0.9 9.40E-03 2.6 BL>BRCA1

1 2.80E-03 1.9 BRCA1>BL 0.96 1.20E-02 1.9 BRCA1>B
1 2.80E-03 1.9 BRCA1>BL 0.96 1.20E-02 1.9 BRCA1>B
0.95 4.70E-03 2.2 BRCA1>BL

0.96 1.60E-02 3 BRCA1>M 1 7.90E-03 3.3 BRCA1>B

0.94 4.80E-04 3.5 BRCA1>B
0.94 4.80E-04 3.5 BRCA1>B
0.94 4.80E-04 3.5 BRCA1>B
1 1.00E-01 3.6 BRCA1>B
0.94 4.80E-04 3.8 BRCA1>B
0.94 4.80E-04 3.8 BRCA1>B

1 3.60E-02 2.8 BRCA1>B
0.79 8.00E-03 1.8 BL>B

0.98 2.00E-03 3 BRCA1>BL
0.98 2.00E-03 3 BRCA1>BL

0.95 4.90E-04 1.9 BRCA1>M

0.83 1.20E-02 2.6 M>BRCA1 0.91 4.80E-03 2.3 BL>BRCA1
0.83 1.20E-02 2.6 M>BRCA1 0.91 4.80E-03 2.3 BL>BRCA1

0.77 1.40E-02 1.8 BL>B 0.88 7.50E-04 2.1 M>BRCA1
0.77 1.40E-02 1.8 BL>B 0.88 7.50E-04 2.1 M>BRCA1
0.77 1.40E-02 1.8 BL>B 0.88 7.50E-04 2.1 M>BRCA1
1 5.80E-04 3.8 BL>B

0.86 1.50E-03 2 M>BRCA1
0.86 1.50E-03 2 M>BRCA1

0.82 1.10E-02 2.3 BL>BRCA1
0.82 8.00E-03 1.6 BL>B

1 6.70E-04 1.6 BRCA1>B
0.87 3.20E-03 2.1 BL>BRCA1
0.87 3.20E-03 2.1 BL>BRCA1
1 1.70E-02 2 BL>BRCA1
1 1.70E-02 2 BL>BRCA1
1 1.70E-02 2 BL>BRCA1

0.92 1.50E-04 1.8 M>BRCA1 0.85 5.30E-03 1.6 BL>BRCA1
0.96 1.00E-04 2.4 M>BRCA1
0.96 1.00E-04 2.4 M>BRCA1

0.86 3.70E-03 1.8 BL>B
0.86 3.70E-03 1.8 BL>B



1508 IPI00221178O43399 Tumor protein D54 55 2 1 2 12.37% 19901.32 5.35 0.9 9.30E-05 2.1 M>B
1518 IPI00025512P04792 Heat-shock protein beta-1 356 6 5 7 41.95% 22782.64 5.98
1518 IPI00024993P30084 Enoyl-CoA hydratase 81 5 2 5 25.17% 31371.7 8.34
1527 IPI00334775Q9H6X9;Q9NTK6Hypothetical protein DKFZp761K0511 134 4 4 4 6.11% 84844.36 5.26
1532 IPI00003817P52566 Rho GDP-dissociation inhibitor 2 151 5 3 5 26.87% 22988.18 5.1 0.81 0.001 1.9 M>BL
1532 IPI00220327P04264 Keratin, type II cytoskeletal 1 124 5 1 5 7.76% 66067.7 8.16 0.81 0.001 1.9 M>BL
1532 IPI00033946P08107 Heat shock 70kDa protein 1B 97 3 0 3 4.52% 70025.92 5.48 0.81 0.001 1.9 M>BL
1585 IPI00295741P07858 Cathepsin B 41 2 1 2 5.60% 37807.77 5.88 0.9 8.00E-05 2.4 M>B
1591 IPI00295741P07858 Cathepsin B 118 4 2 4 15.93% 37807.77 5.88 0.82 1.20E-03 2.7 M>B
1591 IPI00017334P35232 Prohibitin 68 3 0 3 12.13% 29804.45 5.57 0.82 1.20E-03 2.7 M>B
1603 IPI00024919P30048 Thioredoxin-dependent peroxide reductase 352 7 5 7 30.86% 27692.83 7.68
1614 IPI00010320P83916 Chromobox protein homolog 1 95 3 3 3 21.08% 21417.86 4.85
1614 IPI00418411P05787 Keratin, type II cytoskeletal 8 89 6 1 6 12.48% 55909.36 5.62
1616 IPI00016342P51149 Ras-related protein Rab-7 85 4 2 4 23.67% 23489.91 6.39 0.9 1.50E-05 2.9 M>B
1616 IPI00219757P09211 Glutathione S-transferase P 56 3 0 3 22.17% 24564.47 5.74 0.9 1.50E-05 2.9 M>B
1618 IPI00024662P45973 Chromobox protein homolog 5 123 3 3 4 21.99% 22225.09 5.71 0.9 3.00E-02 3.2 M>B
1619 IPI00025512P04792 Heat-shock protein beta-1 144 4 4 4 19.02% 22782.64 5.98 1 0.0095 1.7 BL>M
1636 IPI00027350P32119 Peroxiredoxin 2 266 7 3 7 37.88% 21892.09 5.66 0.91 1.20E-05 2.6 M>B
1711 IPI00448934Q13938 Calcyphosine 152 5 3 5 26.46% 20967.57 4.74
1711 IPI00033494O14950 Myosin regulatory light chain 48 2 2 2 12.21% 19707.3 4.76
1713 IPI00010796P07237 Protein disulfide-isomerase 116 2 1 2 4.13% 57116.65 4.76
1716 IPI00218733P00441 Superoxide dismutase 1, soluble 170 2 2 2 16.88% 15935.91 5.7 0.89 4.60E-05 1.8 M>B
1724 IPI00296170P00739 Haptoglobin-related protein 50 2 2 2 6.49% 43077.87 6.66 0.82 0.0014 1.8 BL>M
1730 IPI00027499P06748 Nucleophosmin 80 2 1 2 7.48% 32575.2 4.64 0.76 8.70E-03 2.6 M>B 0.75 0.0051 1.9 M>BL
1747 IPI00008603P62736 Actin, aortic smooth muscle 95 2 1 2 5.57% 42009.44 5.24
1825 IPI00029208P60660 Myosin light polypeptide 6 343 8 2 8 64.67% 16830.17 4.46
1864 IPI00008603P62736 Actin, aortic smooth muscle 88 2 0 2 5.57% 42009.44 5.24
1872 IPI00418169Q8TBV2;Q6N0B3Annexin A2, isoform 2 252 6 3 6 19.89% 40353.6 8.67
1872 IPI00220327P04264 Keratin, type II cytoskeletal 1 41 2 2 2 3.26% 66067.7 8.16
1902 IPI00107555P35080-2 Profilin 2 isoform b 178 4 1 4 35.71% 15088.47 5.79
1902 IPI00009010Q9UI30 UPF0315 protein 81 1 1 1 11.20% 14199.63 5.21
1931 IPI00440493P25705 ATP synthase alpha chain 85 3 2 4 9.93% 60786.72 9.14
1931 IPI00219219P09382 Beta-galactosidase binding lectin 78 4 0 4 32.59% 14715.79 5.33
1938 IPI00018278Q71UI9 Histone H2A.F/Z variant 61 1 1 1 7.03% 13508.89 10.58
1938 IPI00216298P10599 Thioredoxin 58 1 1 1 12.38% 11737.54 4.82
1938 IPI00025086P20674 Cytochrome c oxidase polypeptide Va 55 3 1 3 20.00% 16774.41 6.3
1956 IPI00216403P62805 Histone H4 103 4 2 4 39.22% 11236.4 11.36 0.78 0.0031 1.6 M>BL
1956 IPI00032409Q9Y2Q5 Late endosomal/lysosomal Mp1 interacting protein 82 4 2 4 33.60% 13507.68 5.3 0.78 0.0031 1.6 M>BL
1964 IPI00019326P10109 Adrenodoxin 93 2 0 2 9.78% 19392.92 5.51
2101 IPI00013895P31949 Calgizzarin 161 3 1 3 27.62% 11740.56 6.56
2115 IPI00220528Q6IBQ1;Q6P4I0SNRPF protein 98 2 2 2 15.79% 14772.17 5.59 0.86 1.70E-04 2.5 M>B
2135 IPI00218816P68871 Hemoglobin beta chain 50 1 1 1 8.84% 15998.55 6.74
2145 IPI00218816P68871 Hemoglobin beta chain 140 4 1 4 33.33% 15998.55 6.74 0.92 1.10E-03 6 M>B
2153 IPI00026087O75531 Barrier-to-autointegration factor 140 4 3 5 74.16% 10058.66 5.81
2163 IPI00026087O75531 Barrier-to-autointegration factor 70 3 2 4 56.18% 10058.66 5.81
2167 IPI00218816P68871 Hemoglobin beta chain 86 1 1 1 8.84% 15998.55 6.74 0.9 4.70E-03 2.8 M>B



0.86 3.70E-03 1.8 BL>B
0.81 1.80E-02 1.3 BL>B
0.81 1.80E-02 1.3 BL>B
1 7.90E-03 2.1 BL>B

0.83 5.40E-03 1.8 BL>B
0.77 1.20E-02 2.4 BL>B
0.77 1.20E-02 2.4 BL>B

0.88 6.20E-04 2 M>BRCA1
0.88 6.20E-04 2 M>BRCA1
0.83 3.40E-03 2.6 M>BRCA1
0.83 3.40E-03 2.6 M>BRCA1

1 7.10E-02 1.8 BL>BRCA1
0.79 3.10E-02 2.5 BRCA1>B

1 1.20E-02 2.9 BL>B
0.86 1.90E-03 1.8 BL>B

1 1.60E-02 2.5 BRCA1>B
0.96 1.60E-03 3.4 BL>B
0.96 1.60E-03 3.4 BL>B

0.83 4.00E-03 1.8 M>BRCA1
0.83 4.00E-03 1.8 M>BRCA1
0.83 4.00E-03 1.8 M>BRCA1

0.97 4.40E-05 2.4 BRCA1>BL 0.94 8.70E-04 2.7 BRCA1>B
0.97 4.40E-05 2.4 BRCA1>BL 0.94 8.70E-04 2.7 BRCA1>B

0.84 1.90E-02 2.1 BRCA1>B
0.8 5.90E-03 2.1 BL>B 0.93 1.80E-04 2.5 BL>BRCA1

0.81 2.50E-02 3.7 BL>B 0.96 2.30E-03 3.7 BRCA1>B

0.91 7.60E-03 3.4 BL>B


