
Supplementary Table 
 

 Protein Sequence 
gi|20532410 26S protease regulatory subunit 7 (MSS1 protein). ACLIFFDEIDAIGGAR 

ALDEGDIALLK 
ALDEGDIALLKTYGQSTYSR 
AVANRTDACFIR 
DFLEAVNKVIK 
DIRFELLAR 
EVVETPLLHPER 
FVNLGIEPPK 
FVNLGIEPPKGVLLFGPPGTGK 
FVVDLSDQVAPTDIEEGMR 
FVVDLSDQVAPTDIEEGMR ox 
GVLLFGPPGTGK 
IATEKDFLEAVNK 
IEFSLPDLEGRTHIFK 
IINADSEDPKYIINVK 
KACLIFFDEIDAIGGAR 
KIEFSLPDLEGR 
LCPNSTGAEIR 
LREVVETPLLHPER 
MVRELFEMAR 
MVRELFEMAR ox ox 
NKYQIHIPLPPK 
PDYLGADQR 
PDYLGADQRK 
QIKQVEDDIQQLLK 
QTLQSEQPLQVAR 
QVEDDIQQLLK 
QVEDDIQQLLKK 
SVCTEAGMFAIR 
SVCTEAGMFAIR ox 
THIFKIHAR 
TMLELINQLDGFDPR 
TMLELINQLDGFDPR ox 
TYGQSTYSR 
TYGQSTYSRQIK 
VIGSELVQK 
VIGSELVQKYVGEGAR 
 

gi|129032 2-oxoisovalerate dehydrogenase alpha subunit, 
mitochondrial[Precursor] 

AGVLMYR ox 
RQQESLAR 
GPGYGIMSIR 
GPGYGIMSIR ox 
TDLVFGQYR 
QMPVHYGCK ox 
SMTLLNTMDR ox 
VMEAFEQAER 
VMEAFEQAER ox 
VMEAFEQAERK 
VMEAFEQAERK ox 
QMPVHYGCKER ox 
VDGNDVFAVYNATK 
IGHHSTSDDSSAYR 
NNGYAISTPTSEQYR 
AVAENQPFLIEAMTYR 
AVAENQPFLIEAMTYR ox 
HLQTYGEHYPLDHFDK 
SVDEVNYWDKQDHPISR 
QGQIINPSEDPHLPQEEVLK 
NNGYAISTPTSEQYRGDGIAAR 
HFVTISSPLATQIPQAVGAAYAAK 
ISFYMTNYGEEGTHVGSAAALER 
ISFYMTNYGEEGTHVGSAAALER ox 
GPGYGIMSIRVDGNDVFAVYNATK ox 
KLKPNPSLLFSDVYQEMPAQLR ox 
HFVTISSPLATQIPQAVGAAYAAKR 
LKPNPSLLFSDVYQEMPAQLRR ox 
QGQIINPSEDPHLPQEEVLKLYR 
 

gi|34865350 2-oxoisovalerate dehydrogenase beta subunit, mitochondrial 
[Precursor] 

LGVSCEVIDLR 
TIVPWDVDTVCK 
SGDLFNCGSLTIR 
YRSGDLFNCGSLTIR 
DPTAVIFGEDVAFGGVFR 
GLLLSCIEDKNPCIFFEPK 
VAHFTFQPDPESLQYGQTQK 
APWGCVGHGALYHSQSPEAFFAHCPGIK 
 

gi|19924087 3-alpha-hydroxysteroid dehydrogenase) CKDAGLAK 
ILNKPGLK 
IAIDNGFR 
QTPALVALR 
TCLEKTLK 
DKTWVDQK 
NFRYNNAK 
SIGVSNFNCR 
REDIFYTSK 
YKQTPALVALR 
QLERILNKPGLK 



YQLQRGVVPLIR 
LWSTFHRPELVR 
SPVLLDDPVLCAIAK 
YFDDHPNHPFTDE 
QTPALVALRYQLQR 
SIGVSNFNCRQLER SPVLLDDPVLCAIAKK 
SKDIILVSYCTLGSSR 
LLFETVDICDTWEAMEK VALNDGNFIPVLGFGTTVPEK 
YNNAKYFDDHPNHPFTDE 
HFDSAYLYEVEEEVGQAIR 
YKPVCNQVECHLYLNQSK 
IAIDNGFRHFDSAYLYEVEEEVGQAIR 
 

gi|3929397 3-Hydroxyanthranilate3,4-dioxigenase VLEQGEHR 
AWLESHSR 
EPPFPLSTR 
METELDGLR 
IMFVGGPNTR 
IMFVGGPNTR ox 
QGEIFLLPAR 
VKSWVEENR 
ASFQPPVCNK 
IMFVGGPNTRK 
FANTMGLVIER 
FANTMGLVIER ox 
FANTMGLVIERR 
FANTMGLVIERR ox 
VLEQGEHRDVVIR 
YYVGDTEDVLFEK 
QDVDVWLWQLEGSSK 
QGEIFLLPARVPHSPQR 
SVMEPMSLKAWLESHSR ox 
SVMEPMSLKAWLESHSR ox ox 
AQGSVALSVTQDPACKKPLG 
SWVEENRASFQPPVCNK 
GPRQDVDVWLWQLEGSSK 
TGKPNPDQLLKEPPFPLSTR 
DLGTQLAPIIQEFFHSEQYR 
DYHIEEGEEVFYQLEGDMVLR ox 
KDYHIEEGEEVFYQLEGDMVLR 
KDYHIEEGEEVFYQLEGDMVLR ox 
ELQAGTSLSLFGDSYETQVIAHGQGSSK 
ELQAGTSLSLFGDSYETQVIAHGQGSSKGPR 
 

gi|12585554 3-hydroxyisobutyrate dehydrogenase, mitochondrial [Precursor] DFSSVFQYLR 
DLGLAQDSATSTK 
KDFSSVFQYLR 
TPILLGSVAHQIYR 
GSLLIDSSTIDPSVSK 
MGAVFMDAPVSGGVGAAR 
TPVGFIGLGNMGNPMAK 
MGAVFMDAPVSGGVGAAR ox TPVGFIGLGNMGNPMAK ox 
MGAVFMDAPVSGGVGAAR ox ox 
TPVGFIGLGNMGNPMAK ox ox 
DFSSVFQYLREEETF 
EAGEQVASSPADVAEKADR 
HGYPLILYDVFPDVCK 
GSLLIDSSTIDPSVSKELAK 
HGYPLILYDVFPDVCKEFK 
IITMLPSSMNSIEVYSGANGILKK 
IITMLPSSMNSIEVYSGANGILKK ox ox 
DLGLAQDSATSTKTPILLGSVAHQIYR 
 

gi|135746 3-Ketoacyl-CoA thiolase A, peroxisomal  GNPGNISSR 
LLESDKAR 
QVVTLLNELK 
QDAFALASQQK 
QVVTLLNELKR 
AEELGLPILGVLR 
QKQDAFALASQQK 
SKAEELGLPILGVLR 
QCSSGLQAVANIAGGIR 
DCLIPMGITSENVAER DCLIPMGITSENVAER ox 
VNPLGGAIALGHPLGCTGAR 
IAQFLSGIPETVPLSAVNR 
DGGSTTAGNSSQVSDGAAAVLLAR 
TITVSQDEGVRPSTTMEGLAK 
TITVSQDEGVRPSTTMEGLAK ox 
GGFKDTTPDELLSAVLTAVLQDVK 
LKPECLGDISVGNVLEPGAGAVMAR  ox 
LGIPAEKVNPLGGAIALGHPLGCTGAR 
LKPAFKDGGSTTAGNSSQVSDGAAAVLLAR 
 

gi|135742 3-ketoacyl-CoA thiolase B, peroxisomal [Precursor]  QVVTLLNELKR 
AEELGLPILGVLR 
QKQDAFALASQQK 
SKAEELGLPILGVLR 
QCSSGLQAVANIAGGIR 
DCLIPMGITSENVAER 
VNPLGGAIALGHPLGCTGAR 
IAQFLSGIPETVPLSAVNR 
DGGSTTAGNSSQVSDGAAAVLLAR 
TITVSQDEGVRPSTTMEGLAK ox 



 
gi|135762 3-ketoacyl-CoA thiolase, mitochondrial  GVFIVAAK 

HNFTPLAR 
GVFIVAAKR 
YALQSQQR 
KHNFTPLAR 
TPFGAYGGLLK 
ITAHLVHELR 
RTPFGAYGGLLK 
YNISREDCDR 
ITAHLVHELRR 
LPMGMTAENLAAK ox 
LPMGMTAENLAAK ox ox 
VGVPTETGALTLNR 
DFTATDLTEFAAREDCDRYALQSQQR LEDTLWAGLTDQHVK 
TNVSGGAIALGHPLGGSGSR 
AANEAGYFNEEMAPIEVK 
AANEAGYFNEEMAPIEVK ox LPMGMTAENLAAKYNISR ox ox 
LCGSGFQSIVSGCQEICSK 
DMDLIDVNEAFAPQFLAVQK 
DAEVVLCGGTESMSQSPYSVR DAEVVLCGGTESMSQSPYSVR 
ox WKAANEAGYFNEEMAPIEVK 
IITHPNFNGNTLDNDIMLIK ox 
WKAANEAGYFNEEMAPIEVK ox 
FGLDLKLEDTLWAGLTDQHVK 
TPFGAYGGLLKDFTATDLTEFAAR 
EGTVTAGNASGMSDGAGVVIIASEDAVK 
EGTVTAGNASGMSDGAGVVIIASEDAVK ox 
SLDLDPSKTNVSGGAIALGHPLGGSGSR 
VVGYFVSGCDPAIMGIGPVPAITGALK ox 
VPPETIDSVIVGNVMQSSSDAAYLAR 
VPPETIDSVIVGNVMQSSSDAAYLAR ox 
EGTVTAGNASGMSDGAGVVIIASEDAVKK ox 
VVGYFVSGCDPAIMGIGPVPAITGALKK ox 
AGLSLKDMDLIDVNEAFAPQFLAVQK ox 
AALSAGKVPPETIDSVIVGNVMQSSSDAAYLAR 
AALSAGKVPPETIDSVIVGNVMQSSSDAAYLAR ox 
 

gi|3122930 3-mercaptopyruvate sulfurtransferase  FQVVDAR 
SPEEIQR 
REFEER 
VWWMFR 
VWWMFR ox 
RFQVVDAR 
FQGTQPEPR 
LLDASWYLPK 
AQPEHVISQGR 
HIPGAAFFDIDR 
ALVSAQWVAEALK 
AAGRFQGTQPEPR 
THEDILENLDAR 
YWLSQNLPISSGK 
THEDILENLDARR 
AFGHHSVSLLDGGFR 
ALVSAQWVAEALKSPR 
ASQPLKLLDASWYLPK 
SPSEPAEFCAQLDPSFIK 
DGIEPGHIPGSVNIPFTEFLTSEGLEK 
AFGHHSVSLLDGGFRYWLSQNLPISSGK 
DGIEPGHIPGSVNIPFTEFLTSEGLEKSPEEIQR 
 

gi|398962 3-oxo-5-beta-steroid 4-dehydrogenase  TAIDEGYR 
TQAQIVLR 
SLGVSNFNR 
HIDGAYVYR 
SLGVSNFNRR 
NEHEVGEAIR 
REEIFYCGK 
YNKTQAQIVLR 
QLEVILNKPGLK 
NEHEVGEAIREK 
RQLEVILNKPGLK 
SNLCATWEALEACK 
IKENFQIFDFSLTK 
TAIDEGYRHIDGAYVYR 
LWSTDHDPEMVRPALER 
LWSTDHDPEMVRPALER ox SNLCATWEALEACKDAGLVK 
YKPVTNQVECHPYFTQTK 
 

gi|8393557 4-hydroxyphenylpyruvate dioxygenase [Fragment]  EMGDHLVK ox 
MGFEPLAYK 
TEDIITTIR 
MGFEPLAYK ox 
MPINEPAPGR 
QAASFYCNK 
AFEEEQALR 
MPINEPAPGR ox 
EVVSHVIKQGK 
MPINEPAPGRK ox 
FLPGFEAPTYK 
GNLTDLETNGVR 
SIVVANYEESIK 
EPWVEEDKFGK 



GMEFLAVPSSYYR 
GMEFLAVPSSYYR ox 
GNLTDLETNGVRSGM 
GLETGSREVVSHVIK 
IVFVLCSALNPWNK 
IQVKENMDVLEELK ox 
MGFEPLAYKGLETGSR 
MGFEPLAYKGLETGSR ox 
FLHFHSVTFWVGNAK 
ERGMEFLAVPSSYYR 
ERGMEFLAVPSSYYR ox 
DIAFEVEDCEHIVQK 
FAVLQTYGDTTHTLVEK 
FLPGFEAPTYKDTLLPK 
GRFLHFHSVTFWVGNAK 
SQIQEYVDYNGGAGVQHIALR 
SIVVANYEESIKMPINEPAPGR 
HGDGVKDIAFEVEDCEHIVQK 
SIVVANYEESIKMPINEPAPGR ox 
FAVLQTYGDTTHTLVEKINYTGR 
SQIQEYVDYNGGAGVQHIALRTEDIITTIR 
 

gi|129378 60 kDa heat shock protein, mitochondrial precursor AAVEEGIVLGGGCALLR 
ALMLQGVDLLADAVAVTMGPK ox ox 
APGFGDNRK 
CEFQDAYVLLSEKK 
GANPVEIRR 
GEKAQIEK 
GVMLAVDAVIAELKK 
GVMLAVDAVIAELKK ox 
GYISPYFINTSK 
ISSVQSIVPALEIANAHR 
KPLVIIAEDVDGEALSTLVLNR 
LNERLAK 
LVQDVANNTNEEAGDGTTTATVLAR 
SIAKEGFEK 
TLNDELEIIEGMKFDR ox 
TVIIEQSWGSPK 
 

gi|133063 60S acidic ribosomal protein P2  NIEDVIAQGVGK 
ILDSVGIEADDER 
ILDSVGIEADDERLNK 
YVASYLLAALGGNSNPSAK 
VISELNGKNIEDVIAQGVGK 
MRYVASYLLAALGGNSNPSAK ox 
LASVPAGGAVAVSAAPGSAAPAAGSAPAAAEEK 
 

gi|730581 60S acidic ribosomal protein PO (L10e)  IIQLLDDYPK 
GHLENNPALEK 
ATWKSNYFLK 
CFIVGADNVGSK 
TSFFQALGITTK 
DMLLANKVPAAAR 
GTIEILSDVQLIK 
SQYEQLAEQNRK 
AIRGHLENNPALEK 
TSFFQALGITTKISR 
LLPHIRGNVGFVFTK 
ISRGTIEILSDVQLIK 
GNVGFVFTKEDLTEIR 
GTIEILSDVQLIKTGDK 
VLALSVETDYTFPLAEK 
GHLENNPALEKLLPHIR 
CFIVGADNVGSKQMQQIR 
CFIVGADNVGSKQMQQIR ox VLALSVETDYTFPLAEKVK 
AGAIAPCEVTVPAQNTGLGPEK 
AFLADPSAFAAAAPVAAATTAAPAAAAAPAK 
NVASVCLQIGYPTVASVPHSIINGYKR 
AGAIAPCEVTVPAQNTGLGPEKTSFFQALGITTK 
 

gi|121570 78 kDa glucose-regulated protein precursor (GRP 78) 
 

AKFEELNMDLFR 
AKFEELNMDLFR ox 
ALSSQHQAR 
DAGTIAGLNVMR ox 
DNHLLGTFDLTGIPPAPR 
EFFNGKEPSR 
ELEEIVQPIISK 
FEELNMDLFR ox 
FLPFKVVEK 
FPMVAAALLLLCAVR  
GVPQIEVTFEIDVNGILR 
IDTRNELESYAYSLK 
IEIESFFEGEDFSETLTR 
IINEPTAAAIAYGLDKR 
IPKIQQLVK 
ITITNDQNRLTPEEIER 
ITPSYVAFTPEGERLIGDAAK 
KSQIFSTASDNQPTVTIK 
KTKPYIQVDIGGGQTK 
KVTHAVVTVPAYFNDAQR 
LIGDAAKNQLTSNPENTVFDAK 
LTPEEIER 
MKFPMVAAALLLLCAVR ox  



NGRVEIIANDQGNR 
NKITITNDQNR 
NQLTSNPENTVFDAK 
NQLTSNPENTVFDAKR 
QATKDAGTIAGLNVMR ox 
RALSSQHQAR 
SDIDEIVLVGGSTR 
SQIFSTASDNQPTVTIK 
TFAPEEISAMVLTK ox 
TKPYIQVDIGGGQTK 
TWNDPSVQQDIK 
VTHAVVTVPAYFNDAQR 
VYEGERPLTK 
 

gi|34854915 Ab2-225 AGVSVYGIIR 
INREVDAVLR 
AYVTRSPVDAGK 
YLKQQCHAQK 
NLIEWLNKYI 
TFSGQTHGFVHR 
TFSGQTHGFVHRK 
LKEHCIVNYQVK 
EDCSPADKPYIEEAR 
LDYGGMGQEVQVEHIK 
LDYGGMGQEVQVEHIK ox 
EDCSPADKPYIEEARR 
AVIVVQDIFGWQLSNTR 
AGVSVYGIIRDSEDVYNLK 
SPVDAGKAVIVVQDIFGWQLSNTR 
 

gi|135757 Acetyl-CoA acetyltransferase, mitochondrial [Precursor] IVVHLAHALK 
LGTIAIQGAIEK 
FANEITPITISVK 
SQYEQLAEQNRK 
EEQDKYAIGSYTR 
GKPDVVVKEDEEYK 
GATPYGGVKLEDLIVK 
TPIGSFLGSLASQPATK 
EVYMGNVIQGGEGQAPTR 
QATLGAGLPIATPCTTVNK 
VNVHGGAVSLGHPIGMSGAR 
EVYMGNVIQGGEGQAPTR ox 
VNVHGGAVSLGHPIGMSGAR ox 
QGEFGLASICNGGGGASAVLIEKL 
DGLTDVYNKIHMGNCAENTAK ox 
IAAFADAAVDPIDFPLAPAYAVPK 
QATLGAGLPIATPCTTVNKVCASGMK 
MLEIDPQKVNVHGGAVSLGHPIGMSGAR 
MLEIDPQKVNVHGGAVSLGHPIGMSGAR ox 
MLEIDPQKVNVHGGAVSLGHPIGMSGAR ox ox 
ENGTVTAANASTLNDGAAAVVLMTAEAAQR 
ENGTVTAANASTLNDGAAAVVLMTAEAAQR ox 
 

gi|38541404 Aconitase 2, mitochondrial VAGILTVK 
DGYAQILR 
EGWPLDIR 
VDVSPTSQR 
NTIVTSYNR 
LNRPLTLSEK 
FNPETDFLTGK 
RLNRPLTLSEK 
SQFTITPGSEQIR 
SQYEQLAEQNRK 
FKLEAPDADELPR 
ATIERDGYAQILR 
CTTDHISAAGPWLK 
VAMSHFEPSEYIR 
VAMSHFEPSEYIR ox 
NAVTQEFGPVPDTAR 
WVVIGDENYGEGSSR 
CKSQFTITPGSEQIR 
DINQEVYNFLATAGAK 
QGLLPLTFADPSDYNK 
LTGTLSGWTSPKDVILK 
VGLIGSCTNSSYEDMGR 
VGLIGSCTNSSYEDMGR ox 
IVYGHLDDPANQEIER 
AKDINQEVYNFLATAGAK 
GHLDNISNNLLIGAINIENGK 
VAVPSTIHCDHLIEAQLGGEK 
DVGGIVLANACGPCIGQWDRK 
SDFDPGQDTYQHPPKDSSGQR 
VAMQDATAQMAMLQFISSGLPK ox ox 
VAMQDATAQMAMLQFISSGLPK ox ox ox 
FRGHLDNISNNLLIGAINIENGK 
VAVPSTIHCDHLIEAQLGGEKDLR 
NDANPETHAFVTSPEIVTALAIAGTLK 
 

gi|15277503 Actin beta IIAPPERK 
AGFAGDDAPR 
IKIIAPPER 
GYSFTTTAER 
EITALAPSTMK ox 



HQGVMVGMGQK ox 
AVFPSIVGRPR 
HQGVMVGMGQK ox ox 
DSYVGDEAQSKR 
QEYDESGPSIVHR 
LDLAGRDLTDYLMK 
GYSFTTTAEREIVR 
LDLAGRDLTDYLMK ox 
QEYDESGPSIVHRK 
ILTERGYSFTTTAER 
SYELPDGQVITIGNER 
VAPEEHPVLLTEAPLNPK 
DLYANTVLSGGTTMYPGIADR 
DLYANTVLSGGTTMYPGIADR ox 
LCYVALDFEQEMATAASSSSLEK ox 
TTGIVMDSGDGVTHTVPIYEGYALPHAILR ox 
 

gi|54036665 Actin, cytoplasmic 2  AGFAGDDAPR 
DLTDYLMK ox 
GYSFTTTAER 
EITALAPSTMK ox 
HQGVMVGMGQK ox 
AVFPSIVGRPR 
HQGVMVGMGQK oxox 
DSYVGDEAQSKR 
IWHHTFYNELR 
QEYDESGPSIVHR 
GYSFTTTAEREIVR 
LDLAGRDLTDYLMK ox 
QEYDESGPSIVHRK 
SYELPDGQVITIGNER 
VAPEEHPVLLTEAPLNPK 
MEEEIAALVIDNGSGMCK ox ox 
DLYANTVLSGGTTMYPGIADR 
DLYANTVLSGGTTMYPGIADR ox 
KDLYANTVLSGGTTMYPGIADR ox 
LCYVALDFEQEMATAASSSSLEK ox 
TTGIVMDSGDGVTHTVPIYEGYALPHAILR ox 
 

gi|1345696 Actin; F-actin capping protein alpha-2 subunit LLLNNDNLLR 
ICFKFDHLR 
EHYPNGVCTVYGK 
FTVTPSTTQVVGILK 
DIQDSLTVSNEVQTAK 
AYVKEHYPNGVCTVYGK 
IQVHYYEDGNVQLVSHK 
FIIHAPPGEFNEVFNDVR 
KVDGQQTIIACIESHQFQAK 
 

gi|1345668 Actin-capping protein beta chain, splice form 1 TKDIVNGLR 
RLPPQQIEK 
STLNEIYFGK 
LVEDMENKIR 
LVEDMENKIR ox 
SGSGTMNLGGSLTR 
SGSGTMNLGGSLTR ox 
IRSTLNEIYFGK 
LTSTVMLWLQTNK 
LTSTVMLWLQTNK ox 
LEVEANNAFDQYR 
VVGKDYLLCDYNR 
GCWDSIHVVEVQEK 
KLEVEANNAFDQYR 
DYLLCDYNRDGDSYR 
QMEKDETVSDCSPHIANIGR 
QMEKDETVSDCSPHIANIGR ox 
NLSDLIDLVPSLCEDLLSSVDQPLK 
 

gi|23956222 Actin-like protein 3 HNPVFGVMS ox 
FMEQVIFK ox 
LKLSEELSGGR 
EFSIDVGYER 
YSYVCPDLVK 
NIVLSGGSTMFR 
NIVLSGGSTMFR ox 
DYEEIGPSICR 
DITYFIQQLLR 
KDYEEIGPSICR 
HGIVEDWDLMER ox 
LPACVVDCGTGYTK 
DREVGIPPEQSLETAK 
LKPKPIDVQVITHHMQR 
LKPKPIDVQVITHHMQR ox 
HIPIAGRDITYFIQQLLR 
 

gi|113016 Acyl-CoA dehydrogenase, long-chain specific, mitochondrial 
[Precursor] 

MAARLLLR 
RLDSASASMAK 
RLDSASASMAK ox 
QGLLGINIAEK 
SGSDWILNGSK 
LPASALLGEENK 
IFSSEHDIFR 
TVAHIQTVQHK 



AGEVSRELWEK 
RSGSDWILNGSK 
RIFSSEHDIFR 
AGKQGLLGINIAEK 
LAELKTNICVTR 
VQPIYGGTNEIMK 
VQPIYGGTNEIMK ox 
AQDTAELFFEDVR 
AFVDSCLQLHETK 
EQIEQFIPQMTAGK 
EQIEQFIPQMTAGK ox 
AFGKTVAHIQTVQHK 
GFYYLMQELPQER 
GFYYLMQELPQER ox 
SPAHGISLFLVENGMK 
AFVDSCLQLHETKR 
SPAHGISLFLVENGMK ox 
CIGAIAMTEPGAGSDLQGVR 
CIGAIAMTEPGAGSDLQGVR ox 
VQPIYGGTNEIMKELIAR 
VQPIYGGTNEIMKELIAR ox 
LLIADLAISACEFMFEETR 
 

gi|113018 Acyl-CoA dehydrogenase, medium-chain specific, 
mitochondrial [Precursor] 

ELNMGQR 
IAMGAFDR 
IAMGAFDR ox 
GITFEDVR 
NTYFASIAK 
AAWEVDSGRR 
ANWYFVLTR 
LIIAREHIEK 
ENVLIGEGAGFK 
KGDEYVINGQK 
GITFEDVRVPK 
SGEYPFPLIKR 
ALDEATKYALDR 
TRPTVAAGAVGLAQR 
VPKENVLIGEGAGFK 
IYQIYEGTAQIQR 
DAKIYQIYEGTAQIQR 
AFTGFIVEADTPGIHIGKK 
 

gi|2492630 Acyl-CoA dehydrogenase, short/branched chain specific, 
mitochondrial [Precursor] 

LLTYNAAR 
DTEGFQIGR 
YAIGSLNEGR 
GITCFLVDR 
DTEGFQIGRR 
MAVSAFQLWR 
YYASEVAGLTTSK 
CIEWMGGVGYTK ox 
ASSTCQLTFENVK 
HGTEEQKATYLPK 
ADKSGNYYVINGSK 
IGHGYKYAIGSLNEGR 
LVEAGRPFIKEASMAK ox 
LGSFCLSEAGAGSDSFALK 
IGTIYEGTSNIQLNTIAK 
VDASVALLCDIQNTVINK 
FAQEQIAPLVSTMDENSK ox 
SVIQGLFQQGMMGIEVEAK ox GITCFLVDRDTEGFQIGR 
SVIQGLFQQGMMGIEVEAK ox ox KFAQEQIAPLVSTMDENSK 
ox 
VDASVALLCDIQNTVINKLFR 
ASSTCQLTFENVKVPETSVLGK 
FAQEQIAPLVSTMDENSKMEK ox ox 
IFDFQGLQHQVAHVATQLEAAR 
 

gi|1168286 Acyl-CoA dehydrogenase, short-chain specific, mitochondrial 
[Precursor] 

LVIAGHLLR 
IAMQTLDMGR 
IAMQTLDMGR ox 
QTCRDFAEK 
IAMQTLDMGR ox ox 
LADMALALESAR 
LADMALALESAR ox 
QQWITPFTNGDK 
ASSTANLIFEDCR 
ITEIYEGTSEIQR 
HAFGAPLTKLQNIQFK 
GISAFLVPMPTPGLTLGK ox 
ASSTANLIFEDCRIPK 
GISAFLVPMPTPGLTLGKK ox 
IGIASQALGIAQASLDCAVK 
FGSSQQKQQWITPFTNGDK 
GCASTGVIMSVNNSLYLGPILK 
GCASTGVIMSVNNSLYLGPILK ox 
ELVPIAAQLDKEHLFPTSQVK 
IGIASQALGIAQASLDCAVKYAENR 
LAASEAATAISHQAIQILGGMGYVTEMPAER ox 
 

gi|543829 Adenine phosphoribosyltransferase  IDYIAGLDSR 
SFPDFPIPGVLFR 
LGPVPFFSLLQYE 
AELEIQKDALEPGQK 



STHGGKIDYIAGLDSR 
IRSFPDFPIPGVLFR 
EKLGPVPFFSLLQYE 
AEVVECVSLVELTSLK 
GKLPGPTVSASYSLEYGK 
AEVVECVSLVELTSLKGR 
GFLFGPSLAQELGVGCVLIR 
GFLFGPSLAQELGVGCVLIRK 
VVIVDDLLATGGTMCAACELLSQLR 
VVIVDDLLATGGTMCAACELLSQLR ox 
 

gi|6840800 Adenosine kinase  FGEILKSK 
AGHYAASVIIR 
AATFFGCIGIDK 
AGHYAASVIIRR 
SLVANLAAANCYK 
VAQWMIQEPHR ox 
TGCTFPEKPNFH 
SLVANLAAANCYKK 
RTGCTFPEKPNFH 
HLDLENNWMLVEK 
HLDLENNWMLVEK ox 
FKVEYHAGGSTQNSMK 
FKVEYHAGGSTQNSMK ox 
EKHLDLENNWMLVEK 
AATFFGCIGIDKFGEILK 
VYYIAGFFLTVSPESVLK 
AADAHVDAHYYEQNEQPTGTCAACITGGNR 
 

gi|13096481 Adenosylhomocysteinase  AGIPVFAWK 
HPQLLSGIR 
ESLIDGIKR 
FDNLYGCR 
VNIKPQVDR 
WLNENAVEK 
VADIGLAAWGR 
VADIGLAAWGRK 
SKFDNLYGCR 
GCAQALRGFGAR 
KLDEAVAEAHLGK 
EMYSASKPLKGAR 
EMYSASKPLKGAR ox 
ALDIAENEMPGLMR 
ALDIAENEMPGLMR ox 
VNIKPQVDRYLLK 
ALDIAENEMPGLMR ox ox 
GISEETTTGVHNLYK 
KALDIAENEMPGLMR 
KALDIAENEMPGLMR ox 
KALDIAENEMPGLMR ox ox 
VAVVAGYGDVGKGCAQALR 
EGNIFVTTTGCVDIILGR 
WSSCNIFSTQDHAAAAIAK 
MMANGILKVPAINVNDSVTK ox 
MMANGILKVPAINVNDSVTK oxox 
WLNENAVEKVNIKPQVDR 
DGPLNMILDDGGDLTNLIHTK 
DGPLNMILDDGGDLTNLIHTK ox 
QAQYLGMPINGPFKPDHYRY 
QAQYLGMPINGPFKPDHYRY ox 
IAGCLHMTVETAVLIETLVALGAEVR ox 
 

gi|266401 Adenylate kinase isoenzyme 2, mitochondrial  NGFLLDGFPR 
SYHEEFNPPK 
APNALAPEPEHPK 
LVSDEMVVELIEK ox 
AVLLGPPGAGKGTQAPK 
EAMKDDITGEPLIR ox 
APNALAPEPEHPKGIR 
LEAYHTQTTPLVEYYR 
LAENFCVCHLATGDMLR ox 
EKLDSVIEFSIQDSLLIR 
TRLEAYHTQTTPLVEYYR 
GIHCAIDASQTPDVVFASILAAFSK 
 

gi|6707705 Adenylate kinase isoenzyme 4, mitochondrial  RWIHPSSGR 
GLLVPDHVITR 
SAQHWLLDGFPR 
GVLHQFSGTETNR 
YKDAAKPVIELYK 
AVILGPPGSGKGTVCER 
IAQNFGLQHLSSGHLLR 
IAQNFGLQHLSSGHLLRENLK 
VYNLDFNPPQVLGVDDITGEPLVQQEDDKPEALAAR 
 

gi|34859421 Adipocyte plasma membrane-associated protein ( DD16 )  RVYVSGLMK ox 
LFSQETVMK 
LFSQETVMK ox 
GLFEVNPQKR 
LENGEIETIAR 
LLLSSETPIEGK 
MSFVNDLTITR ox 
LLLSSETPIEGKK 



KMSFVNDLTITR ox 
YSLVLEVSDSGAFR 
VVKLENGEIETIAR 
YSLVLEVSDSGAFRR 
TRDDEPTCGRPLGIR 
ANPGFSMLDFLSDKPFIKR ox 
 

gi|19705537 Aflatoxin B1 aldehyde reductase member 2  SQLETSLKR 
RMDASASAATVR ox 
QVETELLPCLR 
FFGNSWSETYR 
WMYHHSQLQGTR 
WMYHHSQLQGTR ox 
FYAYNPLAGGLLTGK 
TTYGTSAPSMTSAALR 
TTYGTSAPSMTSAALR ox 
ANPWDGKSLKPDSVR 
FYAYNPLAGGLLTGKYR 
ALKTTYGTSAPSMTSAALR 
AVSGAPLRPGTVLGTMEMGR ox 
AVSGAPLRPGTVLGTMEMGR ox ox 
AVSGAPLRPGTVLGTMEMGRR ox 
AVSGAPLRPGTVLGTMEMGRR ox ox 
VDLFYLHAPDHGTPIVETLQACQQLHQEGK 
 

gi|34872430 Agmatinase, mitochondrial [Precursor]  EESLMLGTVNPSTGALPFQSLR ox 
EHGPVGLVHVGAHSNTSDKPLEDK 
EHGPVGLVHVGAHSNTSDKPLEDKVYHR 
IREESLMLGTVNPSTGALPFQSLR 
IREESLMLGTVNPSTGALPFQSLR ox 
RVVQIGIR 
SAGSGVVTWR 
SLVPLMAEIR 
SLVPLMAEIR ox 
SQGFRVVLAEDCWMK 
SQGFRVVLAEDCWMK ox 
SVDEGLLDSK 
SVDEGLLDSKR 
TLDPYRYSR 
VADLGNVNVNLYNLQDSCR 
VVLAEDCWMK 
VVLAEDCWMK ox 
VYHRTPFR 
 

gi|51980635 Alanine--glyoxylate aminotransferase 2, mitochondrial precursor  AYSNHTDIISFR 
CSCAPDGCQAKER 
DSPVQTVRK 
EAFALVR 
EAFALVRER 
EFLKEAFALVR 
ERGGVCIADEVQTGFGR GAYHGCSPYTLGLTNVGIYK 
GGNFSQTFR 
GGVCIADEVQTGFGR 
GIGNGFPMAAVVTTPEIASSLAK ox GLMVGIEMVQDKISR ox 
GLMVGIEMVQDKISR ox ox 
GPWGGSHCRDSPVQTVR ox LGSHFWGFQTHDTMPDIVTMAK 
ox 
LRDEFDIVGDVR 
NSQEVGTYMLLK 
NSQEVGTYMLLK ox 
SALTQHMER 
SALTQHMER ox 
SALTQHMERR 
SALTQHMERR ox 
TEVNQIHEDCKDMGLLVGR 
TEVNQIHEDCKDMGLLVGR ox 
 

gi|1703237 Alcohol dehydrogenase [NADP+]  AAIKYALSVGYR 
ALGLSNFSSR 
AVPREELFVTSK 
AWRHPDEPVLLEEPVVLALAEK 
DAGHPLYPFNDPY 
GLEVTAYSPLGSSDR 
GLVKALGLSNFSSR 
HGRSPAQILLR 
HHPEDVEPAVR 
HIDCASVYGNETEIGEALK 
HIDCASVYGNETEIGEALKESVGAGK 
HPDEPVLLEEPVVLALAEK 
LWNTKHHPEDVEPAVR 
MPLIGLGTWK 
MPLIGLGTWK ox 
MPLIGLGTWKSEPGQVK 
MPLIGLGTWKSEPGQVK ox 
SPAQILLRWQVQR 
YALSVGYR 
YDSTHYKETWK 
YIVPMITVDGK 
YIVPMITVDGK ox 
YIVPMITVDGKR 
YIVPMITVDGKR ox 
 

gi|113392 Alcohol dehydrogenase A chain  AAVLWEPHKPFTIEDIEVAPPK 



DAVPKLVADFMAK 
GALLDGTSR 
GKPIHHFISTSTFSQYTVVDDIAVAK 
HPESNLCCQTK 
ICKHPESNLCCQTK 
IDAAAPLDKVCLIGCGFSTGYGSAVQVAK 
INEAFDLLR 
KFPLEPLITHVLPFEK 
LVADFMAK ox 
TWKGAIFGGFK 
VIPLFSPQCGK 
 

gi|21312260 Aldehyde dehydrogenase 1 family, member GFFIKPTVFGDVQDGMRIAK ox 
KTFPTVNPTTGEVIGHVAEGDR 
LADLVERDR 
LAPALATGNTVVMK 
LAPALATGNTVVMK ox 
TFPTVNPTTGEVIGHVAEGDR 
TIPMDGEHFCFTR 
TIPMDGEHFCFTR ox 
TVTIKVPEK 
VAEQTPLSALYLASLIK 
VAFTGSTEVGHLIQK 
VGNPFELDTQQGPQVDKEQFER 
VYLASLETLDNGKPFQESYVLDLDEVIK 
YFAGWADK 
YFAGWADKWHGK 
YGLAAAVFTR 
 

gi|11968144 
 

Aldehyde dehydrogenase 1 family, member L1 LIAEGTAPR 
LSDHPDVR 
FLFPEGIK 
EFIQLLVR 
LSDHPDVRK 
MMPASQFFK 
IGFTGSTEVGK 
MMPASQFFK ox 
VVEEVEKMK ox 
TDVAAPFGGFK 
MMPASQFFK oxox 
EFIQLLVRK 
EAFENGLWGK 
KIGFTGSTEVGK 
ARGQALPEVVAK 
FADGDVDAVLSR 
THVGMSIQTFR 
THVGMSIQTFR ox 
EESFGPIMIISR 
EESFGPIMIISR ox 
LQAGTVFINTYNK 
GASAINWTLIHGDK 
HGSIIYHPSLLPR 
SPLIIFADCDLNK 
ANATEFGLASGVFTR 
GVVNILPGSGSLVGQR 
DLGEAALNEYLRIK 
GASAINWTLIHGDKK 
IGFTGSTEVGKHIMK ox 
DTNHGPQNHEAHLR 
IQGATIPINQARPNR 
LFVEESIHNQFVQK 
DTNHGPQNHEAHLRK 
CPQSEEGATYEGIQKK 
EGHEVVGVFTIPDKDGK 
ILPNVPEVEDSTDFFK 
INWDQPAEAIHNWIR 
ECEVLPDDTVSTLYNR 
QSGFGKDLGEAALNEYLR 
NIQLEDGKMMPASQFFK ox 
NIQLEDGKMMPASQFFK oxox 
IAVIGQSLFGQEVYCQLR 
GSASSDLELTEAELATAEAVR 
IAVIGQSLFGQEVYCQLRK 
ALYVSDKLQAGTVFINTYNK 
GGFTIFWADDGLDTGDLLLQK 
AVQMGMSSVFFNKGENCIAAGR 
AVQMGMSSVFFNKGENCIAAGR ox 
IGNPLERDTNHGPQNHEAHLR 
LTLQMPYQLFIGGEFVDAEGSK ox 
TAACLAAGNTVVIKPAQVTPLTALK 
 

gi|11560095 Aldehyde dehydrogenase family 9, subfamily A 1 AAFKIWSK 
AFEPATGREIATFK 
AGAPNGLFNVVQGGAATGQFLCQHR 
AGAPNGLFNVVQGGAATGQFLCQHRDVAK 
ANDTTFGLAAGVFTR 
CQVLLEAAR 
CSGEKEVNLAVENAK 
EIADAFTKEVVR 
ENGRVTIEYYSQLK 
EQGATVLCGGEPYAPEDPKLK 
GALLANFLTQGQVCCNGTR 
GGARVEPVDASGTEK 



GIKPITLELGGK 
GIKPITLELGGKSPLIIFSDCNMK 
GIKPITLELGGKSPLIIFSDCNMK ox 
IGDPLLEDTR 
MGPLINAPHLER ox 
MGPLINAPHLERVLGFVR ox 
NAVKGALLANFLTQGQVCCNGTR 
RDEIAIMETINNGK 
REPLGVCLGIGAWNYPFQIACWK 
SGFGRENGR 
SPLIIFSDCNMK 
VAAELQAGTCYINNYNVSPVELPFGGYKK 
VEPVDASGTEKAFEPATGR 
VFVQKEIADAFTK 
VSFTGSVPTGMK 
VSFTGSVPTGMK ox 
VTIEYYSQLK 
 

gi|118505 Aldehyde dehydrogenase, mitch.precursor  AAFQLGSPWR 
AAFQLGSPWRR 
ANNSKYGLAAAVFTK 
CLRYYAGWADK 
DGMTIAKEEIFGPVMQILK ox 
DGMTIAKEEIFGPVMQILK ox ox 
EEIFGPVMQILK ox 
ELGEYGLQAYTEVK 
FKTIEEVVGR 
GYFIQPTVFGDVK 
HEPVGVCGQIIPWNFPLLMQAWK 
LADLIERDR 
LGPALATGNVVVMK 
LGPALATGNVVVMK ox 
LLCGGGAAADR 
LLCGGGAAADRGYFIQPTVFGDVK 
MDASDRGR ox 
MSGSGRELGEYGLQAYTEVK 
MSGSGRELGEYGLQAYTEVK ox 
RVTLELGGK 
SRVVGNPFDSR 
TEQGPQVDETQFK 
TEQGPQVDETQFKK 
TFPTVNPSTGEVICQVAEGNK 
TFPTVNPSTGEVICQVAEGNKEDVDK 
TFVQEDVYDEFVER 
TIEEVVGR 
TIPIDGDFFSYTR 
TYLAALETLDNGKPYVISYLVDLDMVLK ox 
VAEQTPLTALYVANLIK 
VAFTGSTEVGHLIQVAAGSSNLKR 
VVGNPFDSR 
VVGNPFDSRTEQGPQVDETQFK 
YGLAAAVFTK 
YYAGWADKYHGK 
 

gi|21450291 Aldolase 2, B isoform ALNDHHVYLEGTLLKPNMVTAGHACTK 
ALNDHHVYLEGTLLKPNMVTAGHACTK ox 
ALQASALAAWGGK 
ATQEAFMKR 
ATQEAFMKR ox 
CPLPRPWK 
CPLPRPWKLSFSYGR 
DGVDFGKWR 
ELLFSVDNSISQSIGGVILFHETLYQK 
ELSEIAQR 
ETTIQGLDGLSER 
GILAADESVGTMGNR 
GILAADESVGTMGNR ox 
GIVVGIKLDQGGAPLAGTNK 
KYTPEQVAMATVTALHR 
KYTPEQVAMATVTALHR ox 
LDQGGAPLAGTNK 
LDQGGAPLAGTNKETTIQGLDGLSER 
LSFSYGR 
TVPAAVPGICFLSGGMSEEDATLNLNAINR 
TVPAAVPGICFLSGGMSEEDATLNLNAINR  ox 
YTPEQVAMATVTALHR 
YTPEQVAMATVTALHR ox 
 

gi|22096350 Alpha enolase AAVPSGASTGIYEALELR 
AAVPSGASTGIYEALELRDNDK 
AGAVEKGVPLYR 
AGKYDLDFK 
AGYTDQVVIGMDVAASEFYR 
AGYTDQVVIGMDVAASEFYR ox 
AVEHINKTIAPALVSK 
DATNVGDEGGFAPNILENK 
DATNVGDEGGFAPNILENKEALELLK 
EAMRIGAEVYHNLK ox 
EIFDSRGNPTVEVDLYTAK 
FGANAILGVSLAVCK 
FTATAGIQVVGDDLTVTNPK 
FTATAGIQVVGDDLTVTNPKR 
GNPTVEVDLYTAK 



IGAEVYHNLK 
IGAEVYHNLKNVIK 
LAKYNQILR 
LAMQEFMILPVGASSFR 
LAMQEFMILPVGASSFR ox ox 
LAQSNGWGVMVSHR ox 
SCNCLLLK 
SFIKDYPVVSIEDPFDQDDWDAWQK 
SFRNPLAK 
SGETEDTFIADLVVGLCTGQIK 
TGAPCRSER 
VNQIGSVTESLQACK 
YDLDFKSPDDASR 
YGKDATNVGDEGGFAPNILENK 
YITPDQLADLYK 
YNQILRIEEELGSK 
 

gi|27762594 Alpha tubulin AFVHWYVGEGMEEGEFSEAR ox 
AVCMLSNTTAIAEAWAR 
AVCMLSNTTAIAEAWAR ox 
AVFVDLEPTVIDEVR 
AVFVDLEPTVIDEVRTGTYR 
AYHEQLSVAEITNACFEPANQMVK 
AYHEQLSVAEITNACFEPANQMVK ox 
EDAANNYAR 
EIIDLVLDRIR 
FDGALNVDLTEFQTNLVPYPR 
GHYTIGKEIIDLVLDR 
HGKYMACCLLYR ox 
IHFPLATYAPVISAEK 
LDHKFDLMYAK ox 
LISQIVSSITASLR 
NLDIERPTYTNLNR 
QLFHPEQLITGK 
QLFHPEQLITGKEDAANNYAR 
SIQFVDWCPTGFK 
TIGGGDDSFNTFFSETGAGK 
TIGGGDDSFNTFFSETGAGKHVPR 
VGINYQPPTVVPGGDLAK 
VGINYQPPTVVPGGDLAKVQR 
YMACCLLYR 
YMACCLLYR ox 
 

gi|112889 Alpha-1-antiproteinase[Precursor] AVLTLDERGTEAAGATVVEAVPMSLPPQVK ox 
DADFHVDKSTTVK 
FDHPFIFMIVESETQSPLFVGK ox 
GTEAAGATVVEAVPMSLPPQVK ox 
ISSNLADFAFSLYR 
KISSNLADFAFSLYR 
LSISGTYNLK 
LSISGTYNLKTLLSSLGITR 
NLKLVEK 
RPFNPEHTR 
TLLSSLGITR 
VFNNDADLSGITEDAPLK 
VFNNDADLSGITEDAPLKLSQAVHK 
VINDYVEKGTQGK 
WKRPFNPEHTR 
 

gi|13123941 Alpha-actinin 4 QQSNEHLRR 
GISQEQMQEFR ox 
VGWEQLLTTIAR 
TINEVENQILTR 
LSNRPAFMPSEGR ox 
TIPWLEDRVPQK 
LVSIGAEEIVDGNAK 
ELPPDQAEYCIAR 
HRPELIEYDKLR 
CQLEINFNTLQTK 
DYETATLSDIKALIR 
QLETIDQLHLEYAKR 
ASFNHFDKDHGGALGPEEFK 
 

gi|13637497 Alpha-methylacyl-CoA racemase  ADVLLEPFR 
ADVLLEPFRCGVMEK ox 
FADVFARK 
GQNLLDGGAPFYTTYK 
GSFITDEEQHACPRPAPQLSR 
LGSVNHPSHLAR 
LQLGPETLR 
LQLGPETLRQDNPK 
LSGFGQSGIFSK 
QDNPKLIYAR 
TQAMGLWAQPR ox 
VAGHDINYVALSGVLSK 
VAGHDINYVALSGVLSKIGR 
 

gi|6981682 Alpha-tocopherol transfer protein  AECPELSADLHPR 
AIFDLEGWQISHAFQITPSVAK 
ARDFDLDLAWR 
DFDLDLAWR 
GIHLINEPVIFHAVFSMIKPFLTEK ox 
IAAVVTDSFPLKVR 



IHLHGNNYK 
ISYWDPKVFTAYDVFR 
QLNEQPDHSPLVQPGLAELR 
QLNEQPDHSPLVQPGLAELRR 
SILGLLKAGYHGVLR 
VSLITSELIVQEVETQR 
WRAECPELSADLHPR 
 

gi|34865868 Aminoacylase 1  AGFALDEGLANPTDAFTVFYSER 
AVGIPALGFSPMNR 
AVGIPALGFSPMNR ox 
DSEGYIYAR 
EMNLTLEPEIFPAATDSR 
EMNLTLEPEIFPAATDSR ox 
FIEDTAAEKLHK 
GAQDMKSVSIQYLEAVR ox 
GMELFVKRPEFQALR ox 
GPESEHPSVTLFR 
GPESEHPSVTLFRQYLR 
GVDIYTRLVAALASVPALPGES 
ICTVQPNPDYGSAVTFLEERAR 
LEGGVAYNVVPATMSACFDFR ox 
LHEAVFLR 
LHEAVFLRGVDIYTR 
LQANPHLKEGAVTSVNLTK 
QLQSWCQEAGEGVTFEFAQK 
QRLQANPHLK 
RPEFQALR 
SEGHRFPR 
SPWWIRVTSTGKPGHASR 
SVSIQYLEAVR 
SVSIQYLEAVRR 
TIHMTFVPDEEVGGHK 
TIHMTFVPDEEVGGHK ox 
TIHMTFVPDEEVGGHKGMELFVK ox ox 
TPVLLHDHNER 
TPVLLHDHNERLHEAVFLR 
VAPDVDMKAFEK 
VAPDVDMKAFEK ox 
VTSTGKPGHASR 
VVNSILAFR 
VVNSILAFREK 
 

gi|51980303 Annexin A3  ADLKGDLSGHFEHVMVALITAPAVFDAK 
CTRNTPAFLAGR 
DAQTLYDAGEKK 
DIEDSIKGELSGHFEDLLLAVVR 
EISQAYYTAYKK 
GAGTDEFTLNR 
GAGTDEFTLNRIMVSR ox 
GELSGHFEDLLLAVVR 
GIGTDEKTLINILTER 
GMGTDEDTLIEILTTR 
GMGTDEDTLIEILTTR ox 
GTINNYPGFNPSVDAEAIR 
HYGCSLYSAIQSDTSGDYR 
IITHPNFNGNTLDNDIM(ox)LIK 
KHYGCSLYSAIQSDTSGDYR 
LHQALKGAGTDEFTLNR 
LTFDEYR 
NLRDDISSETSGDFR 
NTPAFLAGR 
QYQEAYEQALK 
SEIDLLDIRR 
SMRGMGTDEDTLIEILTTR ox ox 
TLINILTER 
WGTDEDKFTEILCLR 
 

gi|26024200 Annexin A4 AASGFNATEDAQVLR 
AASGFNATEDAQVLRK 
AMKGLGTDEDAIIGVLACR ox 
FLSILCSR 
GAGTDEGCLIEILASRNPEEIR 
GGTVKAASGFNATEDAQVLR 
GLGTDDSTLIR 
GLGTDDSTLIRVMVSR ox 
GLGTDEDAIIGVLACR 
INQTYQQQYGR 
ISQKDIEQSIK 
NHLLHVFDEYKR 
NKPAYFAER 
NTAQRQEIR 
RINQTYQQQYGR 
SETSGSFEDALLAIVK 
SLEEDICSDTSFMFQR 
SLEEDICSDTSFMFQR ox 
SLYSFIKGDTSGDYR 
VLLILCGGDD 
VLVSLTAGGR 
 

gi|13994159 Annexin A6  AINEAYKEDYHK 
ALIEILATR 
CLIEILASR 



DLMADLKSEISGDLAR 
DLMADLKSEISGDLAR ox 
FMTVLCTR 
FMTVLCTR ox 
GFGSDKESILELITSR 
GIGTDEATIIDIITQR 
IAQGAMYR ox 
LILGLMMPPAHYDAK ox ox 
LIVNLMRPLAYCDAK 
LIVNLMRPLAYCDAK ox 
LVFDEYLK 
MLVVLLQGTR 
MLVVLLQGTR ox 
NKPLFFADK 
NKPLFFADKLYK 
RVFQEFIK 
SEIDLLNIRR 
SELDMLDIREIFR 
SELDMLDIREIFR ox 
STPEYFAER 
SYPHLRR 
VFQEFIKK 
 

gi|6978515 Apolipoprotein A-I AKFGLYSDQMR 
AKFGLYSDQMR ox 
AKPALDDLGQGLMPVLEAWK 
AKPALDDLGQGLMPVLEAWK ox 
DSGRDYVSQFESSTLGK 
DYVSQFESSTLGK 
FGLYSDQMR 
FGLYSDQMR ox 
FGLYSDQMRENLAQR 
FGLYSDQMRENLAQR ox 
HLKVVAEEFR 
IMSMIDEAK ox ox 
LEPLGTELHK 
LTEIKNHPTLIEYHTK 
MQPHLDEFQEK ox 
MQPHLDEFQEKWNEEVEAYR 
MQPHLDEFQEKWNEEVEAYR ox 
MRVNADALR ox 
NEMNKDLENVK 
NEMNKDLENVK ox 
NHPTLIEYHTK 
QKLEPLGTELHK 
QLNLNLLDNWDTLGSTVGR 
VKDFATVYVDAVK 
VVAEEFRDR 
WNEEVEAYR 
WNEEVEAYRQK 
 

gi|8392909 Apolipoprotein A-IV precursor  ANELKATIDQNLEDLR 
ATIDQNLEDLR 
ATIDQNLEDLRSR 
AVEPLGDKFNMALVQQMEK ox 
AVEPLGDKFNMALVQQMEK ox ox 
EKVSSFMSTLQK ox 
FNQNMEGLKGQLTPR 
FNQNMEGLKGQLTPR ox 
FRQQLGSDSGDVESHLSFLEK 
KGSPDQPLALPLPEQVQEQVQEQVQPKPLES 
LAPLAEGVQEK 
LGNINTYADDLQNK 
LKGNTEGLQK 
LQEHLRPYATDLQAQINAQTQDMKR ox 
LVPFAVQLSGHLTK 
LVPFAVQLSGHLTKETER 
MQTTIQDNVENLQSSMVPFANELKEK ox ox 
NLAPLVEDVQSK 
QLDQQVEVFRR 
QLTPYIQR 
QQLGSDSGDVESHLSFLEK 
SLEDLNKQLDQQVEVFR 
TDVTQQLNTLFQDK 
VSQMFGDNVQK ox 
VSSFMSTLQKK ox 
VSTNIDQLQK 
 

gi|37805241 Apolipoprotein E AQALSDRIR 
ELEEQLGPVAEETR 
ELEEQLGPVAEETRAR 
ERLGPLVEQGR 
GRLEEVGNQAR 
IQASVATNSIASTTVPLENQ 
LAKEVQAAQAR 
LAVYKAGAQEGAER 
LGADMEDLRNR 
LGADMEDLRNR ox 
LGPLVEQGR 
LGQYRNEVNTMLGQSTEELR 
LGQYRNEVNTMLGQSTEELR ox 
LQAEIFQAR 
NEVNTMLGQSTEELRSR ox 



SKMEEQTQQIR 
SKMEEQTQQIR ox 
TANLGAGAAQPLRDR 
 

gi|114146 Arginase1  ANEQLAAVVAETQK 
DHGDLAFVDVPNDSPFQIVK 
DHGDLAFVDVPNDSPFQIVKNPR 
DIVYIGLR 
DIVYIGLRDVDPGEHYIIK 
DVDPGEHYIIK 
EGLYITEEIYK 
EGLYITEEIYKTGLLSGLDIMEVNPTLGK ox 
EGNHKPETDYLKPPK 
FPDVPGFSWVTPCISAK 
GGVEKGPAALR 
LKETEYNVR 
NGTISVVLGGDHSMAIGSISGHAR 
NGTISVVLGGDHSMAIGSISGHAR ox 
RPIHLSFDVDGLDPVFTPATGTPVVGGLSYR 
SVGKANEQLAAVVAETQK 
TGLLSGLDIMEVNPTLGK 
TGLLSGLDIMEVNPTLGK ox 
TGLLSGLDIMEVNPTLGKTPEEVTR 
TGLLSGLDIMEVNPTLGKTPEEVTR ox 
TVNTAVALTLSCFGTK 
TVNTAVALTLSCFGTKR 
VMEETFSYLLGR 
VMEETFSYLLGR ox 
VMEETFSYLLGRK 
YFSMTEVDKLGIGK 
YFSMTEVDKLGIGK ox 
 

gi|114160 Argininosuccinate lyase  FAGSVDPTMDK 
FNSSIAYDRHLWNVDLQGSK 
VAEEWAQGIFK 
LHTGRSR 
LSTFLKVLIEAMVDR 
LYPNDEDIHTANER 
LYPNDEDIHTANERR 
AVVVAEMK 
 

gi|25453414 Argininosuccinate synthase  APNTPDVLEIEFKK 
DGTTHSTSLDLFMYLNEVAGK 
IITHPNFNGNTLDNDIM(ox)LIK 
DGTTHSTSLDLFMYLNEVAGK ox 
DGTTHSTSLDLFMYLNEVAGKHGVGR 
DGTTHSTSLDLFMYLNEVAGKHGVGR ox 
FAELVYTGFWHSPECEFVR 
FELTCYSLAPQIK 
GIYETPAGTILYHAHLDIEAFTMDREVR 
GIYETPAGTILYHAHLDIEAFTMDREVR ox 
GNDQVRFELTCYSLAPQIK ox 
LGEHNIDVLEGNEQFINAAK 
GQVYILGR 
GRNDLMEYAK 
GRNDLMEYAK ox 
HCIDKSQER 
HGVGRIDIVENR 
IDIVENR 
IDIVENRFIGMK 
IDIVENRFIGMK ox 
KQVEIAQR 
LKEYHR 
MPEFYNR 
MPEFYNR ox 
MPEFYNRFK 
MPEFYNRFK ox 
NQAPPGLYTK 
NQAPPGLYTKTQDPAK 
QGLGLKFAELVYTGFWHSPECEFVR 
QHGIPIPVTPK 
QVEIAQR 
TQDPAKAPNTPDVLEIEFK 
VIAPWRMPEFYNR 
VIAPWRMPEFYNR ox 
VQVSVFKGQVYILGR 
YLLGTSLARPCIAR 
YVSHGATGK 
YVSHGATGKGNDQVR 
 

gi|18376837 Arsenite methyltransferase  AYLEYHTEK 
CQVVYNGGIMGHEK ox 
DAEIHKDVQNYYGNVLK 
DCYVLSQLVGQK 
EGEAVEVDEETAAILR 
ILDLGSGSGR 
KSLQNVHEEVISR 
LVTANIITVGNKELER 
SLQNVHEEVISR 
VIIRDPFK 
VLREVYQVLK 
YYGCGLVVPEHLENCR 
 



gi|1091600 Aryl sulfotransferase  CGRAPIYAR 
CPGVPSGLETLEETPAPR 
DVVVSYYNFYNMAK ox 
HTHPVLYLFYEDIKENPK 
KILEFLGR 
LLKTHLPLSLLPQSLLDQK 
NAKDVVVSYYNFYNMAK 
NAKDVVVSYYNFYNMAK ox 
NTFTVAQNERFDAHYAK 
SGTTWMSEILDMIYQGGKLEK ox ox 
SLPEETVDSIVHHTSFK 
SLPEETVDSIVHHTSFKK 
THLPLSLLPQSLLDQK 
THLPLSLLPQSLLDQKVK 
TMTDCDFKFR 
TMTDCDFKFR ox 
VKVIYIAR 
VPFLEFKCPGVPSGLETLEETPAPR 
 

gi|27681359 Arylacetyl acyl-CoA N-acyltransferase  AQGLISHIIYAQTLVMDKR 
AQGLISHIIYAQTLVMDKR ox 
GYPVYNHTEK 
LSSLDVTHAALVDKFWQFGGSER 
LVPFLLEDTENLDRNPGRPR 
QCLAFLGTPDVINWK 
QHLQIQSSQSSLNEAITDFAAGKK 
RGYPVYNHTEK 
SSQMLQMLESSLR ox ox 
SSQMLQMLESSLRK ox 
SSQMLQMLESSLRK ox ox 
TQCILYMMPETAKK ox ox 
VYGTVFHMNQGNPFK ox 
 

gi|38197390 Aspartate aminotransferase, cytoplasmic APPSFFAQVPQAPPVLVFK 
HIYLMPSGR 
HIYLMPSGR ox 
IANDHSLNHEYLPILGLAEFR 
IGADFLGR 
ITWSNPPAQGAR 
KVNLGVGAYR 
LIADFRDDPDPR 
NFGLYNER 
NLDYVATSINEAVTKFQ 
QVEYLVNEKHIYLMPSGR 
SCASQLVLGDNSPALR 
SCASQLVLGDNSPALRENR 
TDDSQPWVLPVVR 
VGGVQSLGGTGALR 
VGNLTVVGKEHDSVLR 
VLSQMEKIVR ox 
VNLGVGAYR 
YWDAEKR 
 

gi|6980972 Aspartate aminotransferase, mitochondrial [Precursor]  ASAELALGENSEVLK 
ASAELALGENSEVLKSGR 
DAGMQLQGYR 
DAGMQLQGYR ox 
DDNGKPYVLPSVR 
DVFLPKPSWGNHTPIFR 
EFSVYMTK 
EFSVYMTK ox 
FVTVQTISGTGALR 
HFIEQGINVCLCQSYAK 
IAATILTSPDLR 
IAATILTSPDLRK 
IISMRTQLVSNLK 
ILIRPLYSNPPLNGAR 
ISVAGVTSGNVGYLAHAIHQVTK 
KMNLGVGAYR 
KMNLGVGAYR ox 
KQWLQEVK 
LTKEFSVYMTK 
LTKEFSVYMTK ox 
MNLGVGAYR ox 
MNLGVGAYRDDNGKPYVLPSVR ox 
NLDKEYLPIGGLADFCK 
NMGLYGER ox 
QWLQEVK 
SGRFVTVQTISGTGALR 
TCGFDFSGALEDISK 
TQLVSNLKK 
VGAFTVVCK 
VGAFTVVCKDAEEAK 
VGASFLQRFFK 
 

gi|114523 ATP synthase alpha chain,mitochondrial[Precursor][Fragment] AVDSLVPIGR 
AVDSLVPIGRGQR 
DNGKHALIIYDDLSK 
EAYPGDVFYLHSR 
ELIIGDRQTGK 
EVAAFAQFGSDLDAATQQLLSR 
FESAFLSHVVSQHQSLLGNIR 
GIRPAINVGLSVSR 



GMSLNLEPDNVGVVVFGNDKLIK ox 
GVRLTELLK 
HALIIYDDLSK 
ILGADTSVDLEETGRVLSIGDGIAR 
ISVREPMQTGIK 
ISVREPMQTGIK ox 
ITKFESAFLSHVVSQHQSLLGNIR 
LYCIYVAIGQK 
LYCIYVAIGQKR 
NVQAEEMVEFSSGLK 
NVQAEEMVEFSSGLK ox 
QAVAYRQMSLLLR ox 
QGQYSPMAIEEQVAVIYAGVR 
QGQYSPMAIEEQVAVIYAGVR ox 
QTGKTSIAIDTIINQK 
QVAGTMKLELAQYR 
QVAGTMKLELAQYR ox 
RPPGREAYPGDVFYLHSR 
RTGAIVDVPVGDELLGR 
TGAIVDVPVGDELLGR 
TGTAEMSSILEER 
TSIAIDTIINQK 
TSIAIDTIINQKR 
VGLKAPGIIPR 
VLSIGDGIAR 
VVDALGNAIDGKGPVGSK 
 

gi|114562 ATP synthase beta chain,mitochondrial[Precursor] ADKLAEEHGS 
AHGGYSVFAGVGER 
AIAELGIYPAVDPLDSTSR 
EGNDLYHEMIESGVINLK ox 
EGNDLYHEMIESGVINLKDATSK ox 
ESRLVLEVAQHLGESTVR 
FLSQPFQVAEVFTGHMGK ox 
FTQAGSEVSALLGR 
GGKIGLFGGAGVGK 
IGLFGGAGVGK 
IGLFGGAGVGKTVLIMELINNVAK 
IMDPNIVGSEHYDVAR 
IMDPNIVGSEHYDVAR ox 
IMNVIGEPIDER ox 
IMNVIGEPIDERGPIK ox 
IPSAVGYQPTLATDMGTMQER 
IPSAVGYQPTLATDMGTMQER ox 
IPSAVGYQPTLATDMGTMQER ox ox 
LSLVGRVASASASGALR 
LVLEVAQHLGESTVR 
LVPLKETIK 
SLQDIIAILGMDELSEEDKLTVSR 
SLQDIIAILGMDELSEEDKLTVSR ox 
TIAMDGTEGLVR 
TIAMDGTEGLVR ox 
TIAMDGTEGLVRGQK ox 
TREGNDLYHEMIESGVINLK 
TREGNDLYHEMIESGVINLK ox 
TVLIMELINNVAK ox 
VALTGLTVAEYFR 
VALVYGQMNEPPGAR 
VALVYGQMNEPPGAR ox 
VLDSGAPIKIPVGPETLGR 
VVDLLAPYAK 
 

gi|1352051 ATP synthase D chain, mitochondrial  AIGNALKSWNETFHTR 
ANVDKPGLVDDFK 
ANVDKPGLVDDFKNK 
EDVKNCAQFVTGSQAR 
IKNMIPFDQMTIDDLNEVFPETK ox ox 
KYPYWPHQPIENL 
LASLSEKPPAIDWAYYR 
NCAQFVTGSQAR 
NMIPFDQMTIDDLNEVFPETK ox ox 
SWNETFHTR 
TIDWVSFVEIMPQNQK 
TIDWVSFVEIMPQNQK ox 
YNALKIPVPEDK 
YPYWPHQPIENL 
YTALVDAEEKEDVK 
 

gi|32189394 ATP synthase, H+ transporting, mitochondrial F1 complex, beta 
subunit precursor 

AHGGYSVFAGVGER 
AIAELGIYPAVDPLDSTSR 
DQEGQDVLLFIDNIFR 
FLSQPFQVAEVFTGHMGK ox 
FTQAGSEVSALLGR 
IMDPNIVGSEHYDVAR ox 
IPSAVGYQPTLATDMGTMQER ox ox 
LVLEVAQHLGESTVR 
LVPLKETIK 
MLGFVGRVAAAPASGALR 
SLQDIIAILGMDELSEEDKLTVSR ox 
VALTGLTVAEYFR 
VALVYGQMNEPPGAR ox 
VLDSGAPIKIPVGPETLGR 
 



gi|33086640 Ba1-647 (Haptoglobin Precursor) DIAPTLTLYVGK 
GAVSPVGVQPILNK 
GAVSPVGVQPILNKHTFCAGLTK 
GSFPWQAK 
LKYVMLPVADQEK ox 
MGYVSGWGR ox 
NQLVEIEKVVLHPER 
NVNFRFTER 
QWVNPAAGDKLPK 
SCAVAEYGVYVR 
SVVDIGLIK 
SVVDIGLIKLK 
VLVTEKVMPICLPSK ox 
VMPICLPSKDYVAPGR ox 
VVLHPER 
VVLHPERSVVDIGLIK 
YVMLPVADQEKCELHYEK ox 
 

gi|33086632 Ba1-651 (Liver regeneration-related protein ) AELVVFKGLMSDPMTDLDTK ox 
AIEAAVLAR 
ALNDLKDQTEAIPCVVGDEEVWTSDVR 
ETLQLVDSTTSYGLTGAVFAQDK 
FCYADKALLNK 
GRLLEEHSR 
GVGKCIGYQTWLIMGK 
IFQVVPKK 
KEWDLKPVADR 
LAGECGGKNFHFVHSSADVDSVVSGTLR 
LYVPQSLWPQIK 
NAAGNFYINDK 
NAAGNFYINDKSTGSVVGQQPFGGAR 
NFHFVHSSADVDSVVSGTLR 
QVAQNLDRFR 
RLTYINNVSWYTPNNTAR 
SAFEYGGQK 
STGSVVGQQPFGGAR 
TIVQEATR 
TLAHGMVPPTSK 
TVIQAEIDAAAELIDFFR 
TVIQAEIDAAAELIDFFRFNAK 
VANEPILAFTQGSPER 
VANEPILAFTQGSPERDALQK 
VGNPAEDFGTFFSAVIDAK 
VLGYNLMQAMR ox ox 
YQLSPFNHGHKVAK 
 

gi|8048915 Beta 2 globin AAVNGLWGK 
EFTPCAQAAFQK 
GTFAHLSELHCDK 
GTFAHLSELHCDKLHVDPENFR 
KVINAFNDGLK 
LHVDPENFR 
LLGNMIVIVLGHHLGK ox 
LLGNMIVIVLGHHLGKEFTPCAQAAFQK ox 
VHLTDAEK 
VINAFNDGLK 
VINAFNDGLKHLDNLK 
VNPDNVGAEALGR 
VVAGVASALAHK 
VVAGVASALAHKYH 
YFDSFGDLSSASAIMGNPK 
YFDSFGDLSSASAIMGNPK ox 
 

gi|56252 Beta-globin ATVSGLWGK 
EFTPSAQAAFQK 
FGDLSSASAIMGNPQVK 
FGDLSSASAIMGNPQVK ox 
FGDLSSASAIMGNPQVKAHGK ox 
GTFAHLSELHCDKLHVDPENFR  
KVINAFNDGLK 
LHVDPENFR 
LLGNMIVIVLGHHLGK ox 
LLGNMIVIVLGHHLGKEFTPSAQAAFQK ox 
LLVVYPWTQR 
LLVVYPWTQRYFSK 
VHLTDAEKATVSGLWGK 
VINAFNDGLK 
VINAFNDGLKHLDNLK 
VNPDNVGAEALGR 
VVAGVASALAHK 
VVAGVASALAHKYH 
YFSKFGDLSSASAIMGNPQVK ox 
 

gi|13540663 Betaine-homocysteine S-methyltransferase  AGAAIVGVNCHFDPSTSLQTIK 
AGPWTPEAAVEHPEAVR 
AGPWTPEAAVEHPEAVRQLHR 
AGSNVMQTFTFYASEDKLENR ox 
AIAEELAPERGFLPPASEK 
ALFEKQK 
EATTEQQLR 
EAYNLGVR 
EYWQNLR 
GAAELMQQKEATTEQQLR 



GAAELMQQKEATTEQQLR ox 
GFLPPASEK 
HGSWGSGLDMHTKPWIR 
HGSWGSGLDMHTKPWIR ox 
IASGRPYNPSMSKPDAWGVTK 
IASGRPYNPSMSKPDAWGVTK ox 
IFHQQLEVFMKK 
IFHQQLEVFMKK ox 
ISGQKVNEAACDIAR 
KEYWQNLR 
LMKEGLEAAR ox 
LNAGEVVIGDGGFVFALEK 
LNAGEVVIGDGGFVFALEKR 
QGFIDLPEFPFGLEPR 
QLHREFLR 
QVADEGDALVAGGVSQTPSYLSCK 
TSGKPIAATMCIGPEGDLHGVSPGECAVR ox 
VATRWDIQK 
VNEAACDIAR 
WDIQKYAR 
YAREAYNLGVR 
YIGGCCGFEPYHIR 
 

gi|16758704 Beta-ureidopropionase  AHHDLGYFYGSSYVAAPDGSR 
DRDHGGVLWNTAVVISNSGLVMGK 
DRDHGGVLWNTAVVISNSGLVMGK ox 
EKLPWTEFAESAEDGLTTR 
ELAEAVKPNYSPNIVK 
ELAEAVKPNYSPNIVKEDLVLAPSSG 
EQQRCPQIVR 
GYAFGAAKEQQR 
HLPPDDLSQVKR 
HNMVVISPILER 
HNMVVISPILER ox 
IAVNICYGR 
IPLPTSAPVAEQVSALHK 
IPLPTSAPVAEQVSALHKR 
KAHHDLGYFYGSSYVAAPDGSR 
KALEAASER 
KHNMVVISPILER 
KHNMVVISPILER ox 
LPWTEFAESAEDGLTTR 
MTGRLEMYAR ox 
NAAIANHCFTCALNR 
NFELKGYAFGAAK 
VGDFNESTYYMEGNLGHPVFQTQFGR 
VGDFNESTYYMEGNLGHPVFQTQFGR ox 
VGLVQNRIPLPTSAPVAEQVSALHK 
VGQEHYPNEFTSGDGK 
VGQEHYPNEFTSGDGKK 
 

gi|34855391 Biliverdin reductase B TYPSHQYD 
KIAIFGATGR 
HDLGHFMLR 
HDLGHFMLR ox 
LQDVTDDHIR 
CLTTHEYDGQK 
VISKHDLGHFMLR 
VISKHDLGHFMLR ox 
LQDVTDDHIRMHK ox 
VVACTSAFLLWDPSKVPPR 
TGLTTLAQAVQAGYEVTVLVR 
CLTTHEYDGQKTYPSHQYD 
YVAVMPPHIGDQPLTGAYTVTLDGR 
YVAVMPPHIGDQPLTGAYTVTLDGR ox 
DSSRLPSEGPQPAHVVVGDVLQAGDVDK 
TVAGQDAVIVLLGTGNDLSPTTVMSEGTR ox 
YVAVMPPHIGDQPLTGAYTVTLDGRGPSR ox 

gi|16758714 gi Biliverdin reductaseA[Precursor] DQDIFVQK 
ELGSLDEVR 
ELGSLDEVRQISLEDALR 
FGFPAFSGISR 
FGVVVVGVGR 
FTASPLEEER 
GLLSWIEEK 
IMHCLGLASDIQK 
KFGVVVVGVGR 
LLDQVSAEDLAAEK 
MTVQLETQNK 
NIFLKDQDIFVQK 
NRYVNFQFTSGSLEEVPSVGVNK 
QISLEDALR 
RELGSLDEVR 
SAAFLNLIGFVSR 
SAAFLNLIGFVSRR 
SQEIDVAYICSESSSHEDYIR 
VLHEEHVELLMEEFEFLRR 
VLHEEHVELLMEEFEFLRR ox 
YVNFQFTSGSLEEVPSVGVNK 
 

gi|1345633 C-1-tetrahydrofolate synthase, cytoplasmic AAQEIGIKATHIK 
ALKMHGGGPTVTAGLPLPK ox 
APAGILNGKVVSAQIR 



ASQAPSSFQLLYDLK 
CTHWAEGGQGALALAQAVQR 
EIGLLTEEVELYGETKAK 
FSDIQIRR 
GCLELIKETGVQIAGR 
GDLKDCFIPCTPK 
GVPTGFVLPIR 
GVPTGFVLPIRDIR 
IFHELTQTDKALFNR 
KFSDIQIR 
LDIDPETITWQR 
LGIEKTDPAALTDDEINR 
LNLKTPVPSDIAISR 
LSVEDKIR 
MVVASSKK 
QGFGNLPICMAK 
QGFGNLPICMAK  ox 
QPSQGPTFGIK 
STTTIGLVQALGAHLHQNVFACVR 
THLSLSHNPEQK 
VLDTNDR 
VLDTNDRFLR 
YSGLQPHVVVLVATVR 
 

gi|117492 Carbamoyl-phosphate synthase [ammonia], mitochondrial 
[Precursor]  

AADTIGYPVMIR 
AADTIGYPVMIR ox 
AFAISGPFNVQFLVK 
AFAMTNQILVER 
AFAMTNQILVER ox 
ALENNMSLDEIVK ox 
AMLSTGFK ox 
AMLSTGFKIPQK ox 
APMFSWPR 
AQTAHIVLEDGTK 
ATGYPLAFIAAK 
CLGLTEAQTR 
DGSIDLVINLPNNNTK 
DILNMDK 
DKGTMLGK 
DKGTMLGK ox 
ETLMDLGTK 
EWPANLDLRK 
FLGVAEQLHNEGFK 
FVHDNYVIR 
FVHDNYVIRR 
GILIGIQQSFRPR 
GLNSESVTEETLR 
GNDVLVIECNLR 
GQNQPVLNITNR 
GTTITSVLPKPALVASR 
HLPTLEQPIIPSDYVAIK 
IALGIPLPEIK 
IAPSFAVESMEDALK 
IAPSFAVESMEDALK ox 
IMGTSPLQIDR ox 
IMGTSPLQIDRAEDR 
IMGTSPLQIDRAEDR ox 
LFAEAVQK 
LTSIDKWFLYK 
MCHPSVDGFTPR ox 
MRDILNMDK ox 
MRDILNMDK ox ox 
NIHPWVK 
NNVIRLLVK 
QLFSDKLNEINEK 
RTSINVVR 
SAYALGGLGSGICPNKETLMDLGTK ox 
SFPFVSK 
SIFSAVLDELK 
SIFSAVLDELKVAQAPWK 
SLFHYR 
SLGQWLQEEK 
SVGEVMAIGR 
SVGEVMAIGR ox 
TAVDSGIALLTNFQVTK 
TFEESFQK 
TLGVDFIDVATK 
TSACFEPSLDYMVTK  ox 
TVLMNPNIASVQTNEVGLK ox 
VLILGSGGLSIGQAGEFDYSGSQAVK 
VSQEHPVVLTK 
VVAVDCGIKNNVIR 
WDLDRFHGTSSR 
 

gi|27673888 Carbohydrate kinase-like protein  AAGAETESAAAGPQGR 
AALLEAAPGHPSGFVVLASCAR 
AVSHLVTWQDNR 
DTHLTITPTVLGER 
GSAPVFEPR 
HLPDQLASVTR 
IIQALNECLDALPPR 
ISSSDLSLGHVTR 
MIQAAAQQKDTHLTITPTVLGER 



MIQAAAQQKDTHLTITPTVLGER ox 
NEVLKQEVQR 
TGQGCEWTER 
VGAIGVSGQMHGILFWK ox 
VVGSGSALSR 
 

gi|27689031 Carbonic anhydrase I  ADGLAIIGVLMK ox 
EIVNVGHSFHVVFDDSSNQSVLK 
ESISLSPEQLAQLR 
GGPLADSYR 
GLLSSAEGEPAVPVLSNHRPPQPLK 
HDSSLKPVSVSYNPATAK 
LTQFHFHWGNSNDHGSEHTVDGAK 
LYPIANGNNQSPIDIK 
TSEAKHDSSLKPVSVSYNPATAK 
VGPANPNLQK 
VGPANPNLQKVLDALSSVK 
VLDALSSVK 
YSGELHLVHWNSAK 
YSSAAEAISK 
YSSAAEAISKADGLAIIGVLMK ox 
 

gi|10120584 Carbonic anhydrase III  DIRHDPSLQPWSVSYDPGSAK 
EAPFNHFDPSCLFPACR 
EKGEFQILLDALDK 
EPMTVSSDQMAK 
EWGYASHNGPEHWHELYPIAK 
GDNQSPIELHTK 
GDNQSPIELHTKDIR 
GEFQILLDALDK 
GEFQILLDALDKIK 
GGPLSGPYRLR 
GKEAPFNHFDPSCLFPACR 
HDPSLQPWSVSYDPGSAK 
QFHLHWGSSDDHGSEHTVDGVK 
QPDGIAVVGIFLK 
SLFASAENEPPVPLVGNWRPPQPIK 
SLFASAENEPPVPLVGNWRPPQPIKGR 
VVFDDTFDR 
VVFDDTFDRSMLR 
VVFDDTFDRSMLR ox 
YAAELHLVHWNPK 
YNTFGEALK 
YNTFGEALKQPDGIAVVGIFLK 
 

gi|117289 Carnitine O-palmitoyltransferase II, mitochondrial [Precursor]  ARHLLVLR 
ATNLTVSAVRFLK 
CLEDIFDALEGK 
CSEAFVRDPSK 
DSIVLNFNPFMAFNPDPK ox 
EAAMGQGFDR 
EAAMGQGFDR ox 
EAAMGQGFDRHLYALR 
EAAMGQGFDRHLYALR ox 
EFLHCVQK 
ELHAHLLAQDKQNK 
FFNEVFR 
FLKTLQAGLLEPEVFHLNPSK 
HLYALRYLATAR 
HTSYISGPWFDMYLTAR ox 
IPRPNRDELFTDTK 
KQLSPDAVAQLAFQMAFLR ox 
LIFDGNEETLK 
LIFDGNEETLKK 
NAREFLHCVQK 
NFETGVGKELHAHLLAQDK 
QKLIFDGNEETLK 
QLSPDAVAQLAFQMAFLR ox 
QYGQTVATYESCSTAAFK 
QYGQTVATYESCSTAAFKHGR 
RCSEAFVR 
SEYNDQLTR 
TETIRPASIFTK 
TETIRPASIFTKR 
TLQAGLLEPEVFHLNPSK 
TLSIDSIQFQR 
YLNAQKPLLDDSQFR 
YLNAQKPLLDDSQFRR 
 

gi|51980301 Catalase  APQKPDVLTTGGGNPIGDK 
APQKPDVLTTGGGNPIGDKLNIMTAGPR 
APQKPDVLTTGGGNPIGDKLNIMTAGPR ox 
ARVANYQR 
AVKNFTDVHPDYGAR 
DAMLFPSFIHSQK 
DAMLFPSFIHSQK ox 
DAMLFPSFIHSQKR 
DAMLFPSFIHSQKR ox 
DAQLFIQR 
EAETFPFNPFDLTK 
FHYKTDQGIK 
FNSANEDNVTQVR 
FSTVAGESGSADTVRDPR 



FYTEDGNWDLVGNNTPIFFIR 
GIPDGHRHMNGYGSHTFK ox 
GPLLVQDVVFTDEMAHFDR 
GPLLVQDVVFTDEMAHFDRER ox 
HMNGYGSHTFK ox 
HRLGPNYLQIPVNCPYR 
IPERVVHAK 
LAQEDPDYGLR 
LCENIANHLK 
LCENIANHLKDAQLFIQR 
LFAYPDTHR 
LGPNYLQIPVNCPYR 
LVNANGEAVYCK 
MADSRDPASDQMK ox ox 
NAIHTYVQAGSHIAAK 
NFTDVHPDYGAR 
NLPVEEAGR 
VFEHIGKR 
VQALLDQYNSQKPK 
VWPHKDYPLIPVGK 
 

gi|34811344 Catechol O-methyltransferase  AIYQGPSSPDK 
AIYQGPSSPDKS 
DRYLPDTLLLEK 
EWAMNVGDAK 
EWAMNVGDAK ox 
EWAMNVGDAKGQIMDAVIR ox 
EYSPSLVLELGAYCGYSAVR 
GQIMDAVIR 
GQIMDAVIR ox 
GSSSFECTHYSSYLEYMK 
GSSSFECTHYSSYLEYMK ox 
GTVLLADNVIVPGTPDFLAYVR 
KGTVLLADNVIVPGTPDFLAYVR 
KYDVDTLDMVFLDHWK ox 
VTILNGASQDLIPQLK 
VTILNGASQDLIPQLKK 
YDVDTLDMVFLDHWK ox 
YDVDTLDMVFLDHWKDR 
YLPDTLLLEK 
YVQQNAKPGDPQSVLEAIDTYCTQK 
 

gi|33356830 Chain A, Crystal Structures Of Class Mu Chimeric Gst Isoenzymes 
M1-2 And M2-1 

FKLGLDFPNLPYLIDGSR 
FLSKPIFAK 
CLDAFPNLKDFVAR  
IRVDVLENQAMDTR 
IRVDVLENQAMDTR ox 
ITYVDFLVYDVLDQHR 
ITYVDFLVYDVLDQHRIFEPK 
KHHLCGETEEER  
KITQSNAIMR 
KITQSNAIMR ox 
KKPEYLEGLPEK 
LGLDFPNLPYLIDGSR 
LGLDFPNLPYLIDGSRK 
LLLEYTDSSYEEK 
LLLEYTDSSYEEKR 
LQLAMVCYSPDFER  
LYSEFLGK 
MAFWNPK ox 
PMILGYWNVR 
PMILGYWNVR ox 
QPWFAGNKITYVDFLVYDVLDQHR 
YAMGDAPDYDRSQWLNEK 
 

gi|1943433 Chain A, First-Sphere And Second-Sphere Electrostatic 
Effects In  The Active Site Of A Class Mu Glutathione 
Transferase 
 

ADIVENQVMDNR ox 
CLDAFPNLKDFLAR  
IRADIVENQVMDNR 
IRADIVENQVMDNR ox 
ITQSNAIMRYLAR ox 
KHHLCGETEEER  
KISAYMK ox 
KITQSNAIMR 
KITQSNAIMR ox 
LAQWSNK 
LGLDFPNLPYLIDGSR 
LLLEYTDSSYEEK 
LLLEYTDSSYEEKR 
LYSEFLGK 
MKLYSEFLGK ox 
MQLIMLCYNPDFEK ox ox  
PMILGYWNVR 
PMILGYWNVR ox 
PMILGYWNVRGLSHPIR ox 
QKPEFLK 
SSRYLSTPIFSK 
YAMGDAPDYDRSQWLNEK ox 
YLSTPIFSK 
 

gi|29726512 Chain A, Glutathione Transferase Mutant Y115f ADIVENQVMDNR 
ADIVENQVMDNR ox 
ADIVENQVMDNRMQLIMLCFNPDFEK  
CLDAFPNLKDFLAR  



FKLGLDFPNLPYLIDGSR 
HHLCGETEEERIR  
IRADIVENQVMDNR 
IRADIVENQVMDNR ox 
KHHLCGETEEER  
KISAYMK ox 
KITQSNAIMR 
KITQSNAIMR ox 
LAQWSNK 
LGLDFPNLPYLIDGSR 
LGLDFPNLPYLIDGSRK 
LLLEYTDSSYEEK 
LLLEYTDSSYEEKR 
LYSEFLGK 
PMILGYWNVR 
PMILGYWNVR ox 
QKPEFLK 
VTYVDFLAYDILDQYHIFEPK 
YAMGDAPDYDRSQWLNEK 
YLSTPIFSK 
 

gi|47169449 Chain A, Structure Of Pig Muscle Pgk Complexed With Atp ADPAKIEAFR 
ALESPERPFLAILGGAK 
GCITIIGGGDTATCCAK    
ITLPVDFVTADKFDENAK 
LGDVYVNDAFGTAHR 
SVVLMSHLGRPDGIPMPDK 
WNTEDKVSHVSTGGGASLELLEGK 
 

gi|34864883 Chaperonin containing TCP1, subunit 2  GATQQILDEAER 
ILIANTGMDTDKIK ox 
ILKHGINCFINR 
KIHPQTIIAGWR 
LALVTGGEIASTFDHPELVK 
LGGSLADSYLDEGFLLDKK 
LIEEVMIGEDK 
LLTHHKDHFTK 
MLPTIIADNAGYDSADLVAQLR ox 
NIGVDNPAAKVLVDMSR 
QVLLSAAEAAEVILR 
QVLLSAAEAAEVILRVDNIIK 
SLHDALCVLAQTVKDPR 
TPGKEAVAMESFAK ox 
VQDDEVGDGTTSVTVLAAELLR 
 

gi|6753320 Chaperonin subunit 3 ACGARIVSRPEELR 
AMTGVEQWPYR ox 
AVAQALEVIPR 
EDDVGTGAGLLEIK 
EILSEVER 
EIQVQHPAAK 
GASKEILSEVER 
GISDLAQHYLMR 
GISDLAQHYLMR ox 
GISDLAQHYLMRANVTAIR ox 
GVMINKDVTHPR 
GVMINKDVTHPR ox 
IPGGIIEDSCVLR 
IVLLDSSLEYK 
IVSRPEELREDDVGTGAGLLEIK 
MGHRPVLVLSQNTKR 
NLQDAMQVCR 
NLQDAMQVCR ox 
SKAMTGVEQWPYR ox 
TAVETAVLLLR 
TLIQNCGASTIR 
VEKIPGGIIEDSCVLR 
WSSLACNIALDAVK 
 

gi|34854923 Chaperonin subunit 5 DFSHPQMPKEVLNAK ox 
DVDFELIKVEGK 
ESNPALGIDCLHK 
GVIVDKDFSHPQMPK 
IADGYEQAAR 
IAILTCPFEPPKPK 
ISDNVLVDINNPEPLIQTAK 
QMAEIAVNAVLTVADMER 
QQISLATQMVR 
QQISLATQMVR ox 
SLHDALCVIR 
SQDDEIGDGTTGVVVLAGALLEEAEQLLDR 
WVGGPEIELIAIATGGR 
 

gi|38454200 Choline dehydrogenase  AEVQTLVSR 
AKADSAYHPSCTCK 
AQKHELGANMYR ox 
AVGVEYIKDGQSHK 
EIFAQEAFAPFR 
EIFAQEAFAPFRGK 
ELQPGSHVQSDKEIDAFVR 
EVILSGGAINSPQLLMLSGVGNADDLKK ox 
FTGDGATAHLETGGFIR 
GCPALGDENVPVYKPQTLDTQR 



GGDGPLHVSR 
GHAEDYNRWHR 
GKTNHPLHQAFLQAAR 
HELGANMYR 
HELGANMYR ox 
KPTQQEAYQVHVGTMR 
KPTQQEAYQVHVGTMR ox 
LTEDPNHR 
MGQPSDPTAVVDQQTR ox 
GAEGWDYAHCLPYFRK 
SRPGVPHPDIQFHFLPSQVIDHGR 
TNHPLHQAFLQAAR 
VCIGLEWLWR 
VIDASIMPSVVSGNLNAPTIMIAEK ox ox 
VLLLEAGPK 
VWGGSSSLNAMVYIR ox 
WSTASAYLRPALSRPNLR 
 

gi|203278 Clathrin light chain A (Lca) AAEEAFVNDIDESSPGTEWER 
AVKELEEWYAR 
EEQTERLEALDANSR 
ELEEWYARQDEQLQK 
LCDFNPK 
LEALDANSR 
LEALDANSRK 
LQSEPESIRK 
MRSVLISLK 
MRSVLISLK ox 
SVLISLKQAPLVH 
WREEQTER 
 

gi|30794164 Clathrin, light polypeptide (Lcb) LQELDAASKVTEQEWR 
LRSVLMSLK ox 
LTQEPESIRK 
QSEQVEKNK 
SVLMSLKQTPLSR ox 
VAQLCDFNPK 
VTEQEWREK 
 

gi|16924002 Contraception associated protein1 (DJ-1 protein) DKMMNGSHYSYSESR ox 
DKMMNGSHYSYSESR ox ox 
DVVICPDTSLEEAK 
EILKEQENR 
GAEEMETVIPVDIMR ox 
GAEEMETVIPVDIMR ox ox 
GAEEMETVIPVDIMRR ox 
GAEEMETVIPVDIMRR ox ox 
GLIAAICAGPTALLAHEVGFGCK 
GPGTSFEFALAIVEALSGK 
GPGTSFEFALAIVEALSGKDMANQVK ox 
KGLIAAICAGPTALLAHEVGFGCK 
MMNGSHYSYSESR ox ox 
TQGPYDVVVLPGGNLGAQNLSESALVK 
VEKDGLILTSR 
VTVAGLAGKDPVQCSR 
 

gi|6753490 COP9 signalosome subunit 4 ASLLQNESTNEQLQIHYK 
ASLLQNESTNEQLQIHYKVCYAR 
ATTADGSSILDR 
ATTADGSSILDRAVIEHNLLSASK 
AVIEHNLLSASK 
CQQLAAYGILEK 
EVYHFTLEKIQPR 
FIEAAQRYNELSYK 
GNQLQEFAAMLMPHQK ox ox 
IASQMITEGR 
IASQMITEGR ox 
IIRGNQLQEFAAMLMPHQK ox ox 
KFIEAAQR 
LYLEDDDPVQAEAYINR 
LYNNITFEELGALLEIPAAKAEK 
MLATLFKDER 
MLATLFKDER ox 
MNGFIDQIDGIVHFETR 
MNGFIDQIDGIVHFETR ox 
QYNVDYKLETYLK 
TIVHESERLEALK 
VISFEEQVASIR 
YRQILEK 
 

gi|26324620 Cps1 protein  (D1Ucla3 protein)  APMFSWPR 
CLGLTEAQTR 
ELSEPSSTR 
FLEEATR 
FVHDNYVIR 
FVHDNYVIRR 
GILIGIQQSFRPR 
IGSSMKSVGEVMAIGR ox 
IMGTSPLQIDR 
LRDADPILR 
MCHPSVDGFTPR ox 
VSQEHPVVLTK 
SVGEVMAIGR 



SVGEVMAIGR ox 
TLGVDFIDVATK 
VSQEHPVVLTKFVEGAR 
WDLDRFHGTSSR 
 

gi|1213217 Cu/Zn superoxide dismutase DGVANVSIEDR 
DGVANVSIEDRVISLSGEHSIIGR 
GDGPVQGVIHFEQK 
HGGPADEER 
HGGPADEERHVGDLGNVAAGK 
HVGDLGNVAAGK 
HVGDLGNVAAGKDGVANVSIEDR 
KHGGPADEER 
LACGVIGIAQ 
MATMAVCVLK 
VISLSGEHSIIGR 
 

gi|543960 Cystathionine beta-synthase AVVDRWFK 
CEFFNAGGSVK 
CVVILPDSVR 
DQAWSGVVGGPTDR 
FDSPESHVGVAWR 
ILPDILRK 
LKNEIPNSHILDQYR 
QLMVFGVVTAIDLLNFVAAR ox 
RPWWWHLR 
SNDDDSFAFAR 
VQELSLSAPLTVLPTVTCEHTIAILR 
 

gi|51261011 Cystathionine gamma-lyase (CTL target antigen) AGDEVICMDEVYGGTNR 
AGDEVICMDEVYGGTNR ox 
ATLGISDTLIR 
AVVLPISLATTFK 
AVVLPISLATTFKQDSPGQSSGFVYSR 
FLESNPRVEK 
FLQNSLGAVPSPFDCYLCCR 
GTLQHAQVFLK 
HCLTFASGLAATTTITHLLK 
LFALAESLGGYESLAELPAIMTHASVPEKDR ox 
LSVGLEDEKDLLEDLGQALK 
LVWIETPTNPTLK 
QCTGCPGMVSFYIK 
QDSPGQSSGFVYSR 
RQCTGCPGMVSFYIK 
RVASEFGLK 
VIYPGLPSHPQHELAK 
VIYPGLPSHPQHELAKR 
 

gi|3660010 Cytochrome b5  AEQSDKDVK 
ELSKTYIIGELHPDDR 
EQAGGDATENFEDVGHSTDAR 
EQAGGDATENFEDVGHSTDARELSK 
FLEEHPGGEEVLR 
STWVILHHK 
STWVILHHKVYDLTK 
TYIIGELHPDDR 
TYIIGELHPDDRSK 
YYTLEEIQK 
 

gi|92185 Cytochrome c oxidase polypeptide VIa-liver, mitochondrial 
[Precursor] 
 

ALTYFVALPGVGVSMLNVFLK ox 
HEEHERPEFVAYPHLR 
SSGAHGEEGSAR 
SSGAHGEEGSARIWK 
TKPFPWGDGNHTLFHNPHMNPLPTGYEDE ox 
 

gi|117097 Cytochrome c oxidase polypeptideVa EIYPYVIQELRPTLNELGISTPEELGLDKV 
GMNTLVGYDLVPEPK 
GMNTLVGYDLVPEPK ox 
ILEVVKDK 
KGMNTLVGYDLVPEPK 
KGMNTLVGYDLVPEPK ox 
LNDFASAVR 
LNDFASAVRILEVVK 
RLNDFASAVR 
SHGSHETDEEFDAR 
WVTYFNKPDIDAWELR 
WVTYFNKPDIDAWELRK 
 

gi|55992 Cytochrome c oxidase polypeptideVb, mitochondrial 
[Precursor] 
 

AASGTKEDPNLVPSVSNK 
CPNCGTHYK 
CPNCGTHYKLVPYQMVH ox 
EDPNLVPSVSNKR 
EIMIAAQR 
EIMIAAQR ox 
GLDPYNMLPPK 
GLDPYNMLPPK ox 
GLDPYNMLPPKAASGTK ox 
LVPYQMVH 
LVPYQMVH ox 
SMASGGGVPTDEEQATGLER ox 
 

gi|3122856 D-3-phosphoglycerate dehydrogenase  AGTGVDNVDLEAATR 
AGTGVDNVDLEAATRK 



ALQSGQCAGAALDVFTEEPPRDR 
ALVDHENVISCPHLGASTK 
CGEEIAVQFVDMVK 
GTIQVVTQGTSLK 
ILISDSLDPCCR 
ILISDSLDPCCRK 
NAGTCLSPAVIVGLLR 
QADVNLVNAKLLVK 
QIPQATASMK 
QIPQATASMK ox 
RGQPLLLFR 
VTADVINAAEKLQVVGR 
 

gi|114898 D-beta-hydroxybutyrate dehydrogenase, mitochondrial [Precursor] AVLVTGCDSGFGFSLAK 
ELDSLKSDR 
EVAEVNLWGTVR 
FGVEAFSDCLR 
GFLVFAGCLLK 
GRVVNISSMLGR 
GRVVNISSMLGR ox 
HLHSKGFLVFAGCLLK 
LRTIQLNVCNSEEVEK 
MQVMTHFPGAISDK 
MQVMTHFPGAISDK ox 
MQVMTHFPGAISDK ox ox 
MQVMTHFPGAISDKIYIH ox ox 
MWDELPEVVR 
MWDELPEVVRK 
MWDELPEVVRK ox 
RTYTSQADAASGK 
SFLPLLRR 
TIQLNVCNSEEVEK 
TIQLNVCNSEEVEKAVETVR 
TTKSFLPLLR 
VSVVEPGNFIAATSLYSPER 
VVNISSMLGR ox 
YEMHPLGVK 
YEMHPLGVK ox 
YFDEKIAK 
YHPMDYYWWLR 
 

gi|1169390 D-dopachrome tautomerase FFPLEPWQIGK 
FFPLEPWQIGKK 
FLTEELSLDQDRIIIR 
IPAGLENRLCAATATILDKPEDR 
KGTVMTFL ox 
LCAATATILDKPEDR 
LCAATATILDKPEDRVSVTIRPGMTLLMNK ox ox 
PFVELETNLPASR 
PFVELETNLPASRIPAGLENR 
SHSSSFFK 
STEPCAHLLISSIGVVGTAEQNR 
VSVTIRPGMTLLMNK ox 
VSVTIRPGMTLLMNK ox ox 
 

gi|6015047 Delta3,5-delta2,4-dienoyl-CoA isomerase, mitochondrial 
[Precursor] 

AFWRELVECFQK 
CPKPVIAAIHGGCIGGGVDLISACDIR 
ELVECFQK 
EVDVGLAADVGTLQR 
EVDVGLAADVGTLQRLPK 
HVLHVQLNRPEK 
HVLHVQLNRPEKR 
IAWYLRDLISR 
IPEEVSDHNYESIQVTSAQK 
KMMADEALDSGLVSR 
KMMADEALDSGLVSR ox ox 
MFTSGIDLMDMASDILQPPGDDVAR ox ox 
MFTSGIDLMDMASDILQPPGDDVAR ox ox 
MMADEALDSGLVSR ox 
RIPEEVSDHNYESIQVTSAQK 
SLVNELTFTAR 
SLVNELTFTARK 
VFPDKDVMLNAAFALAADISSK ox 
YCTQDAFFQVK 
YCTQDAFFQVKEVDVGLAADVGTLQR 
YQKTFTVIEK 
 

gi|122836 Delta-aminolevulinic acid dehydratase  AGADIIITYFAPQLLK 
AGCQVVAPSDMMDGR ox 
AGCQVVAPSDMMDGR ox ox 
AGCQVVAPSDMMDGRVEAIK ox ox 
CVLIFGVPSR 
CVLIFGVPSRVPK 
CYQLPPGAR 
DAAQSSPAFGDR 
DAAQSSPAFGDRR 
DEQGSAADSEDSPTIEAVR 
DIQEGADILMVKPGLPYLDMVQEVK ox ox 
FASCFYGPFR 
HGLGNRVSVMSYSAK 
LAEVALAYAK 
QRLAEVALAYAK 
RAGADIIITYFAPQLLK 



RCYQLPPGAR 
TAVLESMTAFR 
TAVLESMTAFR ox 
TAVLESMTAFRR 
TAVLESMTAFRR ox 
VPKDEQGSAADSEDSPTIEAVR 
VSVMSYSAK 
YGVNQLEEMLRPLVEAGLR 
YGVNQLEEMLRPLVEAGLR ox 
 

gi|50400214 Diacetyl/L-xylulose reductase ALTNHTVYCSTK 
ALTNHTVYCSTKGALDMLTK ox 
ALVTGAGKGIGR 
ANWSDPHK 
ANWSDPHKAK 
AVVQVSQIVAR 
EACDTSFNVNFR 
FAEVENVVDTILFLLSNR 
GVPGAIVNVSSQASQR 
IRVNAVNPTVVMTPMGR ox ox 
SSMTTGSALPVDGGFLAT ox 
STVLALQAAGAQVVAVSR 
VMALELGPHK 
VMALELGPHK ox 
VMALELGPHKIR 
VMALELGPHKIR ox 
VMLDRIPLGK 
VMLDRIPLGK ox 
VNAVNPTVVMTPMGR ox 
VNAVNPTVVMTPMGR ox ox 
 

gi|18426814 Dihydrofolate reductase ELKEPPQGAHFLAK 
EPPQGAHFLAK 
IMQEFESDTFFPEIDLEK ox 
IMQEFESDTFFPEIDLEKYK 
IMQEFESDTFFPEIDLEKYK ox 
INIVLSRELK 
KTWFSIPEK 
LLPEYPGVLSEIQEEK 
LLPEYPGVLSEIQEEKGIK 
MTTTSSVEGKQNLVIMGR ox 
MTTTSSVEGKQNLVIMGR ox ox 
NEFKYFQR 
NGDLPWPLLR 
NGDLPWPLLRNEFK 
QNLVIMGR ox 
QNLVIMGRK 
SLDDALKLIEQPELASK 
TWFSIPEK 
TWFSIPEKNRPLK 
VDMVWVVGGSSVYQEAMNQPGHLR ox 
VDMVWVVGGSSVYQEAMNQPGHLR ox ox 
VRPLNCIVAVSQNMGIGK 
VRPLNCIVAVSQNMGIGK ox 
YKFEVYEK 
YKLLPEYPGVLSEIQEEK 
 

gi|266685 Dihydrolipoamide acetyltransferase component (E2) of 
pyruvate dehydrogenase 
 

AAPAAAAAAPPGPR 
DIDSFVPTK 
DVPLGTPLCIIVEK 
GFDVASVMSVTLSCDHR ox 
GIDLTQVKGTGPEGR 
GKISVNDFIIK 
GLETIASDVVSLASK 
GRVFVSPLAK 
ISVNDFIIK 
LQPHEFQGGTFTISNLGMFGIK 
LQPHEFQGGTFTISNLGMFGIK ox 
NFSAIINPPQACILAIGASEDK 
QNHVVDVSVAVSTPAGLITPIVFNAHIK 
QTIPHYYLSVDVNMGEVLLVR ox 
QTIPHYYLSVDVNMGEVLLVRK ox 
SLPPHQKVPLPSLSPTMQAGTIAR ox 
VAPTPAGVFIDIPISNIR 
VAPTPAGVFIDIPISNIRR 
VPEANSSWMDTVIR 
VPEANSSWMDTVIR ox 
VPLPSLSPTMQAGTIAR 
VPLPSLSPTMQAGTIAR ox 
VVDGAVGAQWLAEFKK 
YLEKPVTMLL 
YLEKPVTMLL ox 
 

gi|34859889 Dihydrolipoamide branched chain transacylase E2 
 

AQIMNVSWSADHR 
ASHNIGIAMDTER 
ASHNIGIAMDTER ox 
HSLRTAAVLQGQVVQFK 
ILKEDILNFLEK 
IPHFGYCDEVDLTELVK 
LAMENNIK 
LAMENNIKLSEVVGSGK ox 
LREELKPVALAR 
LSDIGEGIR 



LSDIGEGIREVTIK 
LSEVVGSGKDGR 
LSFMPFFLK 
LSFMPFFLK ox 
SEITPPPPQPR 
SVFEIAMELNR 
SVFEIAMELNR ox 
SYLENPAFMLLDLK 
SYLENPAFMLLDLK ox 
 

gi|40786469 Dihydrolipoamide dehydrogenase AEVITCDVLLVCIGR 
ALLNNSHYYHLAHGK 
ALTGGIAHLFK 
EANLAASFGKPINF 
FPFAANSR 
GRIPVNTR 
ILGAHILGPGAGEMVNEAALALEYGASCEDVAR 
IPNIFAIGDVVAGPMLAHK ox 
LGADVTAVEFLGHVGGIGIDMEISK 
LGADVTAVEFLGHVGGIGIDMEISK ox 
LGADVTAVEFLGHVGGIGIDMEISKNFQR 
NETLGGTCLNVGCIPSK 
NILIATGSEVTPFPGITIDEDTIVSSTGALSLK 
NQVTATTADGSTQVIGTK 
QNKVVHVNGFGK 
RPFTQNLGLEELGIELDPK 
SEEQLKEEGVEFK 
VCHAHPTLSEAFR 
VGKFPFAANSR 
VVHVNGFGK 
 

gi|28070943 Dihydrolipoamide dehydrogenase ALLNNSHYYHLAHGK 
ALLNNSHYYHLAHGKDFASR 
ALTGGIAHLFK 
ALTGGIAHLFKQNK 
DFASRGIELSEVR 
IPNIYAIGDVVAGPMLAHK 
NETLGGTCLNVGCIPSK 
RPFTQNLGLEELGIELDPR 
SEEQLKEEGIEYK 
TVCIEKNETLGGTCLNVGCIPSK 
VCHAHPTLSEAFR 
VGKFPFAANSR 

gi|118601 Dihydropteridine reductase AALDGTPGMIGYGMAK ox 
AALDGTPGMIGYGMAK ox ox 
EGGLLTLAGAK 
GAVHQLCQSLAGK 
HLKEGGLLTLAGAK 
MTDSFTEQADQVTAEVGK ox 
NCDLMWK ox 
NSGMPSGAAAIAVLPVTLDTPMNR ox ox 
QSIWTSTISSHLATK 
VLVYGGRGALGSR 
 

gi|3122039 Dihydropyrimidinase AALAGGTTMIIDFAIPQK ox 
AITIASAVNCPLYIVHVMSK ox 
ALGRDLLPPGDTSR 
APYKGEVITLKPR 
DLYMVQDQQMYAAFSQCK ox 
DQTCTPIPVKR 
EIGAIAQVHAENGDLIAEGAK 
FIPRQPFAEFIYK 
GGRVVNDDFSQVADVLVEDGVVR 
GLRILDAAGK 
GRVVYEAGVFDVTAGHGK 
GSSLIEAFETWR 
GVNSFKMFMAYK ox 
IPNGVNGVEDR 
IPNGVNGVEDRMSVIWEK ox 
MDENRFVAVTSTNAAK 
MDENRFVAVTSTNAAK ox 
MLALGITGPEGHELCRPEAVEAEATLR ox 
QPFAEFIYK 
QPFAEFIYKR 
VVNDDFSQVADVLVEDGVVR 
VVYEAGVFDVTAGHGK 
VVYEAGVFDVTAGHGKFIPR 
VVYGEPIAAGLGTDGTQYWNKEWR 
 

gi|2498527 Dimethylglycine dehydrogenase, mitochondrial [Precursor] AETVIIGGGCVGVSLAYHLAK 
AGMRDVVLLEK 
AGMRDVVLLEK ox 
DGLLFGPYESQEK 
DLEGSYYLRQER 
ESYGFNNIVGYPKEER 
FAGRPTQR 
GQDSTQLLDHLCANVIPK 
ILAGLYNPGDGHIDPYSLTMALATGARK 
ISDIPVTAIR 
IVNAAGFWAR 
LTSEDLSDDVFKFLQTK 
LYERLEEETGQVVGFHQPGSIR 
MLRLGALR ox 



NITDELGVLGVAGPYAR 
NYPATIIQEPLVLTEPTR 
REDSAALYER 
SLKISDIPVTAIR 
VGFTNISHMLTPR 
VGFTNISHMLTPR ox 
VGVIDLSPFGK 
VSGLYKILESK 
WIEEAAVR 
 

gi| 34865747 Dynactin complex 50kDa subunit ADPKYADLPGIAR 
ASVEDADTQNKVHQLYETIQR 
ENLATVEGNFASIDAR 
ESATEEKLTPVVLAK 
GLDFSDRIGK 
LLGPDAAINLADPDGALAK 
LLGPDAAINLADPDGALAKR 
LLHEVQELTTEVEK 
LLHEVQELTTEVEKIK 
LLLQLEATK 
LQSVLGKVNEIAK 
LTELEATVR 
RLLLQLEATK 
RLTELEATVR 
TGYESGDYEMLGEGLGVK ox 
VGTKGLDFSDR 
VHQLYETIQR 
WSPVASTLPELVQR 
YADLPGIAR 
 

gi|27720225 Electron transfer flavoprotein alpha-subunit, mitochondrial 
precursor  

AAVDAGFVPNDMQVGQTGK 
AAVDAGFVPNDMQVGQTGK ox 
APSSSSAGISEWLDQK 
APSSSSAGISEWLDQKLTK 
GTSFEAAAASGGSASSEKAPSSSSAGISEWLDQK 
IVAPELYIAVGISGAIQHLAGMKDSK 
IVAPELYIAVGISGAIQHLAGMKDSK ox 
LGGEVSCLVAGTK 
LGGEVSCLVAGTKCDK 
LLYDLADQLHAAVGASR 
LNVAPVSDIIEIK 
LNVAPVSDIIEIKSPDTFVR 
MFRAAAPGQLR 
QFSYTHICAGASAFGK 
SDRPELTGAK 
SDRPELTGAKVVVSGGR 
SGENFKLLYDLADQLHAAVGASR 
SPDTFVR 
TIVAINKDPEAPIFQVADYGIVADLFK 
TIYAGNALCTVK 
TIYAGNALCTVKCDEK 
VKVFSVR 
VLVAQHDAYK 
VLVAQHDAYKGLLPEELTPLILETQK 
VVPEMTEILK 
VVPEMTEILK ox 
VVVSGGRGLK 
 

gi|27731305 Electron-transfer-flavoprotein, beta polypeptide AGDLGVDLTSKVSVISVEEPPQR 
EIDGGLETIR 
EIIAVSCGPPQCQETIR 
GIHVEVPGAEAENLGPLQVAR 
HSMNPFCEIAVEEAVR 
HSMNPFCEIAVEEAVR ox 
IEVIKAGDLGVDLTSK 
LAGVKVETTEDLVAK 
LKLPAVVTADLR 
LPAVVTADLR 
LVKEIIAVSCGPPQCQETIR 
RVIDFAVK 
VIDFAVKIR 
VKPDKSGVVTDGVK 
 

gi|13626388 Elongation factor 1-gamma AILGEVKLCEK 
AKDPFAHLPK 
ILGLLDTHLK 
ILGLLDTHLKTR 
KLDPGSEETQTLVR 
LDPGSEETQTLVR 
QAFPNTNR 
QVLEPSFR 
STFVLDEFKR 
VLSAPPHFHFGQTNR 
 

gi|56082 Elongation factor 2 (EF-2 ) ALLELQLEPEELYQTFQR 
ARPFPDGLAEDIDKGEVSAR 
AYLPVNESFGFTADLR 
CELLYEGPPDDEAAMGIK  ox 
CLYASVLTAQPR 
DGSGFLINLIDSPGHVDFSSEVTAALR 
DSVVAGFQWATKEGALCEENMR 
EDLYLKPIQR 
EGIPALDNFLDKL 



FSVSPVVR 
GGGQIIPTAR 
GGGQIIPTARR 
GHVFEESQVAGTPMFVVK ox 
GVQYLNEIKDSVVAGFQWATK 
IKPVLMMNKMDR ox ox 
KIWCFGPDGTGPNILTDITK 
LMEPIYLVEIQCPEQVVGGIYGVLNR ox 
MVNFTVDQIRAIMDK 
RCLYASVLTAQPR 
SPNKHNR 
STAISLFYELSENDLNFIK 
STAISLFYELSENDLNFIKQSK 
TFCQLILDPIFK 
TGTITTFEHAHNMR 
TGTITTFEHAHNMR ox 
VMKFSVSPVVR ox 
VNFTVDQIR 
VRIMGPNYTPGK ox 
WLPAGDALLQMITIHLPSPVTAQK ox 
YLAEKYEWDVAEAR 
 

gi|2507015 Endoplasmic reticulum proteine rp29 (ERp31) ESYPVFYLFR 
FDTQYPYGEK 
FDTQYPYGEKQDEFK 
FVLVKFDTQYPYGEK 
GALPLDTVTFYKVIPK 
GQGVYLGMPGCLPAYDALAGQFIEASSR 
GQGVYLGMPGCLPAYDALAGQFIEASSR ox 
ILDQGEDFPASELAR 
LAENSASSDDLLVAEVGISDYGDKLNMELSEK ox 
LDKESYPVFYLFR 
QAILKQGQDGLSGVK 
QGQDGLSGVK 
SLNILTAFR 
SLNILTAFRK 
 

gi|2961553 Endoplasmic reticulum-associated amyloid beta-peptide 
binding protein; ERAB 

GGIVGMTLPIAR 
GGIVGMTLPIAR ox 
NFLASQVPFPSR 
NQVHTLEDFQR 
KNQVHTLEDFQR 
VINVNLIGTFNVIR 
GLVAVITGGASGLGLSTAK 
LVAGVMGQNEPDQGGQR 
LVAGVMGQNEPDQGGQR ox 
GLVAVITGGASGLGLSTAKR 
SVKGLVAVITGGASGLGLSTAK 
LVGQGATAVLLDVPNSEGETEAK 
VVTIAPGLFATPLLTTLPDKVR 
GVIINTASVAAFEGQVGQAAYSASK 
RLVGQGATAVLLDVPNSEGETEAK 
 

gi|58865814 
 

Endothelial cell growth factor 1 RQLLPHAR 
TLLGALVLSDR 
NGGHLSEADIR 
NFVHALMDGR ox 
LVPADGILYAAR 
FGGAAVFPDQEK 
VAAALDDGSALHR 
VHLDGPALSSQQR 
FGGAAVFPDQEKAR 
AQDTQIGAMLMAIR ox ox 
ALPLACVLHELGAGR 
FQLMLSAQGVDPGLAR ox 
KQEELLSPADGIVECVR 
LGGAILWLSGQAETQDQGAAR 
NVGHTLEVEEALLCLDGAGPPDLR 
 

gi|12805477 Enoyl Coenzyme A hydratase domain containing 3 KVALEMLFTGEPISAQEALR 
KVALEMLFTGEPISAQEALR ox 
LTSMRQQDGIR ox 
MAVVAGLRAFGVK ox 
NALSLAMLK 
NALSLAMLK ox 
NIVLSNPRR 
QQDGIRNIVLSNPR 
RNALSLAMLK 
RNALSLAMLK ox 
SSFATPGVNVGLFCSTPAVALGR 
VALEMLFTGEPISAQEALR 
VALEMLFTGEPISAQEALR ox 
VIIISAEGPVFSSGHDLK 
 

gi|2392291 Enoyl-CoA hydratase, mitochondrial [Precursor] AFAAGADIKEMQNR 
AFAAGADIKEMQNR ox 
ALNALCNGLIEELNQALETFEEDPAVGAIVLTGGEK 
AQFGQPEILLGTIPGAGGTQR 
EGMSAFVEKR 
EGMSAFVEKR ox 
ESVNAAFEMTLTEGNKLEK ox 
FLSHWDHITR 
GANFQYIITEK 



IFPVETLVEEAIQCAEK 
IFPVETLVEEAIQCAEKIANNSK 
LFYSTFATDDRR 
NSSVGLIQLNRPK 
SLAMEMVLTGDR ox 
SLAMEMVLTGDR ox ox 
SLAMEMVLTGDRISAQDAK 
SLAMEMVLTGDRISAQDAK ox 
SLAMEMVLTGDRISAQDAK ox ox 
TFQDCYSGK 
 

gi|30580471 Ethanolamine-phosphate cytidylyltransferase AHHSSQEMSSEYR 
AHHSSQEMSSEYR ox 
AMGDYLIVGVHTDEEIAK 
AMGDYLIVGVHTDEEIAK ox 
DTYEEVKQAGR 
EAKELAFLEALR 
ELAFLEALR 
ELAFLEALRQQEAQPR 
GIFCQIDSGSDLTTDLIVQR 
GKNYPIMNLHER 
GKNYPIMNLHER ox 
GPPVFTQEER 
HKGPPVFTQEER 
NRLEYEAR 
NYPIMNLHER 
NYPIMNLHER ox 
RPYVIAGLHFDQEVNR 
TEIVPDRDGSDPYEEPK 
TLSVLACR 
TQGVSTTDLVGR 
VWCDGCYDMVHYGHSNQLR 
VWCDGCYDMVHYGHSNQLR ox 
YVSEVVIGAPYSVTAELLNHFK 
YVSEVVIGAPYSVTAELLNHFKVDLVCHGK 
 

gi|9055370 Eukaryotic translation initiation factor 3 subunit 2  DMTMFVTASK 
DMTMFVTASKDNTAK 
DMTMFVTASKDNTAK ox ox 
DPIVNVWYSVNGER 
EGDLLFTVAK 
FFHLAFEEEFGR 
GHFGPINSVAFHPDGK 
HVLTGSADNSCR 
LWDCETGK 
LWDCETGKQLALLK 
MKPILLQGHER 
MKPILLQGHER ox 
QINDIQLSR 
SGEVLVNVKEHSR 
SITQIKYNR 
SYSSGGEDGYVR 
TCGFDFGGNIIMFSTDK 
VKGHFGPINSVAFHPDGK 
 

gi|11024674 Ezrin-radixin-moesin binding phosphoprotein 50 AGDQNEAEKSHLER 
AQDRIVEVNGVCMEGK  ox 
AVDPDSPAEASGLR 
AVDPDSPAEASGLRAQDR 
CELRPR 
EALVEPASESPRPALAR 
GKVGQFIR 
GPNGYGFHLHGEK 
GPNGYGFNLHSDKSKPGQFIR 
IRAALNAVR 
IVEVNGVCMEGKQHGDVVSAIK  ox 
KGPNGYGFNLHSDK 
KNELFSNL 
LCCLEKGPNGYGFHLHGEK 
LGVPIREELLR 
LLVVDPETDEQLK 
LLVVDPETDEQLKK 
LVEPGSPAEK 
LVEVNGENVEKETHQQVVSR 
RAPQMDWSK ox 
SKPGQFIR 
VTPSQEHLDGPLPEPFSNGEIQKENSR 
 

gi|1706754 Fatty acid-binding protein, epidermal  DLEGKWR 
ELGVGLALR 
ELGVGLALRK 
ESTITRK 
KTETVCTFTDGALVQHQK 
LVESHGFEDYMK 
LVESHGFEDYMK ox 
LVESHGFEDYMKELGVGLALR 
LVESHGFEDYMKELGVGLALR ox 
MGAMAKPDCIITLDGNNLTVK ox ox 
MVVECVMNNAICTR ox 
MVVECVMNNAICTR ox ox 
TETVCTFTDGALVQHQK 
TTVFSCTLGEK 
TTVFSCTLGEKFDETTADGR 



WEGKESTITR 
 

gi|119810 Fatty acid-binding protein, liver AMGLPEDLIQK 
AMGLPEDLIQK ox 
AMGLPEDLIQKGK 
AMGLPEDLIQKGK ox 
GVSEIVHEGK 
GVSEIVHEGKK 
MEGDNKMVTTFK ox ox 
MVTTFKGIK 
SVTEFNGDTITNTMTLGDIVYK 
SVTEFNGDTITNTMTLGDIVYK ox 
SVTEFNGDTITNTMTLGDIVYKR 
SVTEFNGDTITNTMTLGDIVYKR ox 
VIHNEFTLGEECELETMTGEK 
VIHNEFTLGEECELETMTGEK ox 
VIHNEFTLGEECELETMTGEKVK 
VIHNEFTLGEECELETMTGEKVK ox 
VKLTITYGSK 
YQVQSQENFEPFMK ox 
YQVQSQENFEPFMKAMGLPEDLIQK ox ox 
 

gi|38181803 Ferritin light chain (Ferritin L subunit) ALFQDVQKPSQDEWGK 
ELAEEKR 
LLKLQNER 
LQNERGGR 
MGNHLTNLR ox 
MGNHLTNLRR 
MGNHLTNLRR ox 
NLNQALLDLHALGSAR 
QNYSTEVEAAVNR 
TDPHLCDFLESHFLDKEVK 
TLEAMEAALALEK ox 
VAGPQPAQTGVAQASLGEYLFER 
 

gi|6978859 Ferritin, heavy polypeptide 1 ELGDHVTNLRK 
IFLQDIK 
IFLQDIKKPDR 
MGAPESGMAEYLFDKHTLGHGDES ox ox 
QNYHQDSEAAINR 
SIKELGDHVTNLR 
SVNQSLLELHK 
YFLHQSHEEREHAEK 
 

gi|1706800 Fibrinogen alpha/alpha-E chain precursor FGSLTSNFKEFGSK 
GDFANANNFDNTFGQVSEDLRR 
GLIDEANQDFTNR 
MADEAASEAHQEGDTR 
MHPELGSFYDSR 
MHPELGSFYDSR ox 
MKIRPLVGQ 
MSPVPDLVPGSFK ox 
NSLFDFQK 
RLEVDIDIK 
SQLQEGPPEWK 
TSDSDIFTDIENPSSHVPEFSSSSK 
VIEKAQQIQVLQK 
 

gi|1706801 Fibrinogen beta chain[Precursor] AHYGGFTVQTEANK 
AHYGGFTVQTEANKYQVSVNK 
ARPAKVDAGQK 
CHAANPNGR 
EDGGGWWYNR 
EDGGGWWYNRCHAANPNGR 
GFGNIATNEDTKK 
GGETSEMYLIQPDTSSKPYR ox 
GHRPVDRR 
GSWYSMRR ox 
HGTDDGVVWMNWK ox 
IRPVFPQQ 
KEEPPSLRPAPPPISGGGYR 
KGGETSEMYLIQPDTSSKPYR 
KGGETSEMYLIQPDTSSKPYR ox 
LYIDETVNDNIPLNLR 
MSMKIRPVFPQQ ox ox 
QCSKEDGGGWWYNR 
QDGSVDFGRK 
QTLLNHERPIK 
SILEDLRSK 
TENGGWTVIQNR 
YCGLPGEYWLGNDKISQLTR 
YYWGGLYSWDMSK 
 

gi|1346007 Fibrinogen gamma chain [Precursor] AIQVYYNPDQPPKPGMIEGATQK ox 
CHAGHLNGVYYQGGTYSK 
DNCCILDER 
IQLKDWSGR 
LSIGDGQQHHMGGSK ox 
QVSVEHEVDVEYP 
TSTADYAMFR 
TSTADYAMFR ox 
VGPESDKYR 
WYSMKETTMK ox 



YEALLLTHESSIR 
YLQDIYTSNK 
YLQDIYTSNKQK 
 

gi|21431757 Formimidoyltransferase-cyclodeaminase  AFAACLGAIK 
AFAACLGAIKLPK 
AGEYEALPEK 
ALETGVFGAYFNVLINLK 
ALLDAAAFYCDKEK 
EAQELNLPVVGSQLVGLVPLK 
FLIAFNINLLSTKEQAHR 
GVSMDECVLCAK 
GVSMDECVLCAK ox 
HRISSLLQEAK 
IALNLREQGR 
IIEYLVPDSGPEQSLLDASLR 
ISSLLQEAK 
KFLIAFNINLLSTK 
KVQGIGWYLEEK 
LAEELNVPVYLYGEAAQMPSR ox 
LFVLEEEHR 
LFVLEEEHRIR 
LGLDSLAPFDPK 
LGLDSLAPFDPKER 
LIPPFHAASAQLTSLVDADAR 
LKQAEWVPDFGPSSFVPSWGATVTGAR 
MGALDVCPFIPVR 
MGALDVCPFIPVR ox 
NLAQVSTNLLDFEVTALHTVYEEAR 
NLAQVSTNLLDFEVTALHTVYEEARR 
NTPEERDR 
QAEWVPDFGPSSFVPSWGATVTGAR 
QFDHLDSTMR 
QFDHLDSTMR ox 
QFDHLDSTMRR 
QFDHLDSTMRR ox 
REAQELNLPVVGSQLVGLVPLK 
RLIPPFHAASAQLTSLVDADAR 
RTCALQEGLR 
SAAPGGGSVAAAVAALGAALASMVGQMTYGR ox 
SAAPGGGSVAAAVAALGAALASMVGQMTYGR ox ox 
TASQLIDMR 
TASQLIDMR ox 
TASQLIDMRK 
TASQLIDMRK ox 
TCALQEGLR 
TCALQEGLRQAVAVPLK 
TQAALVLGSLEAR 
TVYTFVGQPECVVEGALSAAR 
VQGIGWYLEEK 
 

gi|119740 Fructose-1,6-biphosphatase AGGLATTGNEDILDIVPTEIHQK 
AGGTGEMTQLLNSLCTAIK 
AGGTGEMTQLLNSLCTAIK ox 
AGGTGEMTQLLNSLCTAIKAISSAVR ox 
AKSRPSLPLPQSR 
APVIMGSTEDVQEFLEIYNKDK 
APVIMGSTEDVQEFLEIYNKDK ox 
ARESPVHSICDELF 
DFDPAINEYIQR 
DFDPAINEYIQRK 
ESPVHSICDELF 
FPPDNSAPYGAR 
FVLEEGRK 
GNIYSINEGYAK 
KAGGTGEMTQLLNSLCTAIK ox 
KFPPDNSAPYGAR 
KGNIYSINEGYAK 
KLDILSNDLVINMLK 
LDILSNDLVINMLK ox 
LLYECNPIAYVMEK ox 
LRLLYECNPIAYVMEK 
LRLLYECNPIAYVMEK ox 
QAGIAQLYGIAGSTNVTGDQVK 
QAGIAQLYGIAGSTNVTGDQVKK 
SRPSLPLPQSR 
SSYATCVLVSEEDTHAIIIEPEKR 
TLVYGGIFLYPANK 
TLVYGGIFLYPANKK 
TSANEPSEKDALQPGR 
YVGSMVADVHR 
YVGSMVADVHR ox 
YVVCFDPLDGSSNIDCLASIGTIFGIYRK 
 

gi|113612 Fructose-bisphosphate aldolase B ALQASALAAWGGK 
ATQEAFMK ox 
ATQEAFMKR 
ATQEAFMKR ox 
AVANCQAAQGQYVHTGSSGAASTQSLFTASYTY 
CPLPRPWK 
ELSEIAQR 
ETTIQGLDGLSER 
FPALTSEQKK 



GILAADESVGTMGNR 
GILAADESVGTMGNR ox 
GIVVGIKLDQGGAPLAGTNK 
KATQEAFMK ox 
KELSEIAQR 
KYTPEQVAMATVTALHR 
KYTPEQVAMATVTALHR ox 
LDQGGAPLAGTNK 
LDQGGAPLAGTNKETTIQGLDGLSER 
YTPEQVAMATVTALHR 
YTPEQVAMATVTALHR ox 
 

gi|120605 Fumarate hydratase, mitochondrial [Precursor] AAAEVNQEYGLDPK 
AFGILKR 
AIEMLGGELGSK 
AIEMLGGELGSK ox 
AIEMLGGELGSKKPVHPNDHVNK ox 
EFAQVIK 
IANDIRFLGSGPR 
IGFAEKVAAK 
IGGATERMPIPVIK 
IGGATERMPIPVIK ox 
INKLMNESLMLVTALNPHIGYDK ox ox 
IYELAAGGTAVGTGLNTR 
KPVHPNDHVNK 
LLGDASVSFTENCVVGIQANTER 
RAAAEVNQEYGLDPK 
SGLGELILPENEPGSSIMPGK ox 
SKEFAQVIK 
SQSSNDTFPTAMHIAAALEVHQVLLPGLQK ox 
STMNFKIGGATER ox 
TAIELGYLTAEQFDEWVKPKDMLGPK ox 
THTQDAVPLTLGQEFSGYVQQVQYAMER 
THTQDAVPLTLGQEFSGYVQQVQYAMER ox 
 

gi|119779 Fumarylacetoacetase AIDVGQGQTR 
AQEHIFGMVLMNDWSAR 
AQEHIFGMVLMNDWSAR ox 
AQEHIFGMVLMNDWSAR ox ox 
ASLQNLLSASQAQLR 
ASLQNLLSASQAQLRDDK 
ASSVVVSGTPIR 
DIQQWEYVPLGPFLGK 
ENALLPNWLHLPVGYHGR 
FGEPIPISK 
GEGMSQAATICR 
GKENALLPNWLHLPVGYHGR 
HLFTGPVLSK 
HQHVFDETTLNSFMGLGQAAWK 
HQHVFDETTLNSFMGLGQAAWK ox 
IGVAIGDQILDLSVIK 
IGVAIGDQILDLSVIKHLFTGPVLSK 
LDMELEMAFFVGPGNR 
LDMELEMAFFVGPGNR ox 
LDMELEMAFFVGPGNR ox ox 
RLDMELEMAFFVGPGNR 
RLDMELEMAFFVGPGNR ox 
RLDMELEMAFFVGPGNR ox ox 
RPMGQMRPDNSKPPVYGASK ox 
RPMGQMRPDNSKPPVYGASK ox ox 
SFGTTISPWVVPMDALMPFVVPNPK ox 
SFGTTISPWVVPMDALMPFVVPNPK ox ox 
TFLLDGDEVIITGHCQGDGYR 
VGFGQCAGK 
 

gi|34875142 Galactokinase1  AEHSFAGVPCGIMDQLIALLGQK ox 
AFMEEFGAEPELAVSAPGR 
AFMEEFGAEPELAVSAPGR ox 
GYALLIDCR 
HSLASSEYPIR 
HSLASSEYPIRR 
HVVSEIRR 
LTVLITNSNVR 
MEELEAGRELMSK 
MEELEAGRELMSK ox 
QCEEVAQALGKESLR 
RAFMEEFGAEPELAVSAPGR 
RAFMEEFGAEPELAVSAPGR ox 
RQCEEVAQALGK 
SLETSLVPLSDPK 
SLETSLVPLSDPKLTVLITNSNVR 
TAQGAAALSR 
TDGLVSLLTTSK 
 

gi|34862000 Galactose mutarotase ASDVVLGFAELEGYLQK 
EPNSLHGGFR 
EYHLPINREPNSLHGGFR 
FTVDGKEYHLPINR 
GRFTVDGK 
HLQSYHIHGFDHNFCLK 
HLQSYHIHGFDHNFCLKESK 
KPVELGKHLQSYHIHGFDHNFCLK 
QPYFGAVVGR 



TVFGELPSGGGAVEK 
TVFGELPSGGGAVEKFQLR 
VHHAASGR 
VLWTPQVLSNGVQFSR 
 

gi|120733 Glucose-6-phosphate dehydrogenase DGLLPEDTFIVGYAR 
DLQSSNQLSNHISSLFR 
DVAGDIFHQQCK 
DVAGDIFHQQCKR 
EKPQPIPYVYGSR 
GGYFDEFGIIR 
GPTEADELMK 
GPTEADELMKR 
GPTEADELMKR ox 
IFGPIWNR 
IFTPLLHKIDR 
IIVEKPFGR 
KQSEPFFK 
LFYLALPPTVYEAVTK 
LILDVFCGSQMHFVR 
LILDVFCGSQMHFVR ox 
LQFRDVAGDIFHQQCK 
NIQEICMSQTGWNR ox 
NSYVAGQYDDPASYK 
NVKLPDAYER 
SDELREAWR 
SRLTVDDIR 
TQVCGILR 
VGFQYEGTYK 
VQPNEAVYTK 
VTPEERPK 
VTPEERPKLEEFFAR 
WDGVPFILR 
 

gi|23396508 Glutamate carboxypeptidase-likeprotein1 ALKTVFGVEPDLTR 
AVFQYIDENQDR 
EGGSIPVTLTFQEATGK 
FAELQSPNKFK 
GSTDDKGPVAGWMNALEAYQK ox 
LAEWVAIQSVSAWPEKR 
LNRLNYIEGTK 
LPDGSEIPLPPILLGK 
LVPDMIPEVVSEQVSSYLSK 
LVPDMIPEVVSEQVSSYLSK ox 
NKPCITYGLR 
NVMLLPVGSADDGAHSQNEK 
NVMLLPVGSADDGAHSQNEK ox 
QKLPDGSEIPLPPILLGK 
TGQEIPVNLR 
TVFGVEPDLTR 
YPSLSLHGIEGAFSGSGAK 
 

gi|118542 Glutamate dehydrogenase 1, mitochondrial precursor AQHSQHRTPCK 
CAVVDVPFGGAK 
CVGVGESDGSIWNPDGIDPK 
DDGSWEVIEGYR 
DDGSWEVIEGYRAQHSQHR 
DIVHSGLAYTMER 
DSNYHLLMSVQESLER 
DSNYHLLMSVQESLER ox 
ELEDFKLQHGSILGFPK 
FGKHGGTIPVVPTAEFQDR 
GASIVEDKLVEDLK 
GFIGPGIDVPAPDMSTGER ox 
HGGTIPVVPTAEFQDR 
HYSEAAADR 
IIKPCNHVLSLSFPIR 
IIKPCNHVLSLSFPIRR 
ISGASEKDIVHSGLAYTMER 
ISGASEKDIVHSGLAYTMER ox 
KGFIGPGIDVPAPDMSTGER 
KGFIGPGIDVPAPDMSTGER ox 
LQHGSILGFPK 
LTFKYER 
MVEGFFDR 
MVEGFFDR ox 
NLNHVSYGR 
NYTDNELEK 
NYTDNELEKITR 
RDDGSWEVIEGYR 
RFTMELAK 
RFTMELAK ox 
TAAYVNAIEK 
TAAYVNAIEKVFK 
TAMKYNLGLDLR 
TAMKYNLGLDLR ox 
TFVVQGFGNVGLHSMR 
TFVVQGFGNVGLHSMR ox 
VFKVYNEAGVTFT 
VYEGSILEADCDILIPAASEK 
YLHRFGAK 
YNLGLDLR 
YSTDVSVDEVKALASLMTYK 



 
gi|118543 Glutamate dehydrogenase mitochondr. precursor AKVYEGSILEADCDILIPAASEK 

AQHSQHRTPCK 
CAVVDVPFGGAK 
CVGVGESDGSIWNPDGIDPK 
DDGSWEVIEGYR 
DDGSWEVIEGYRAQHSQHR 
DIVHSGLAYTMER 
DIVHSGLAYTMER ox 
DSNYHLLMSVQESLER 
DSNYHLLMSVQESLER ox 
DSNYHLLMSVQESLERK ox 
ELEDFKLQHGSILGFPK 
ENEEQKR 
FGKHGGTIPVVPTAEFQDR 
FTMELAKK ox 
GASIVEDKLVEDLK 
GFIGPGIDVPAPDMSTGER ox 
GVFHGIENFINEASYMSILGMTPGLGDK ox ox 
HGGTIPVVPTAEFQDR 
IIKPCNHVLSLSFPIR 
IIKPCNHVLSLSFPIRR 
ISGASEKDIVHSGLAYTMER 
ISGASEKDIVHSGLAYTMER ox 
KGFIGPGIDVPAPDMSTGER ox 
LQHGSILGFPK 
LTFKYER 
MVEGFFDR 
MVEGFFDR ox 
NLNHVSYGR 
NYTDNELEK 
NYTDNELEKITR 
RDDGSWEVIEGYR 
RFTMELAK 
RFTMELAK ox 
TAAYVNAIEK 
TAAYVNAIEKVFK 
TAMKYNLGLDLR 
TAMKYNLGLDLR ox 
TFVVQGFGNVGLHSMR 
TFVVQGFGNVGLHSMR ox 
VFKVYNEAGVTFT 
VYEGSILEADCDILIPAASEK 
VYEGSILEADCDILIPAASEKQLTK 
YLHRFGAK 
YNLGLDLR 
YSTDVSVDEVKALASLMTYK 
YSTDVSVDEVKALASLMTYK ox 
 

gi|38181948 Glutamine synthetase AMREENGLR 
AMREENGLR ox 
AYDPKGGLDNAR 
AYGRDIVEAHYR 
DPNKLVFCEVFK  
GYFEDRRPSANCDPYAVTEAIVR  
IQLMYIWVDGTGEGLR 
ITGTNAEVMPAQWEFQIGPCEGIR ox  
MGDHLWVAR 
MGDHLWVAR ox 
QMYMNLPQGEK ox 
RLTGFHETSNINDFSAGVANR 
RPSANCDPYAVTEAIVR  
TCLLNETGDEPFQYKN  
YNRKPAETNLR 
 

gi|121668 Glutathione peroxidase AHPLFTFLR 
CEVNGEKAHPLFTFLR 
DYTEMNDLQKR 
DYTEMNDLQKR ox 
FLVGPDGVPVR 
FLVGPDGVPVRR 
FRTIDIEPDIEALLSK 
GLVVLGFPCNQFGHQENGKNEEILNSLK 
LSAVAQSTVYAFSARPLAGGEPVSLGSLR 
LSAVAQSTVYAFSARPLAGGEPVSLGSLRGK 
NALPAPSDDPTALMTDPK ox 
NDISWNFEK 
TIDIEPDIEALLSK 
TIDIEPDIEALLSKQPSNP 
VLLIENVASLCGTTTR 
YIIWSPVCR 
YVRPGGGFEPNFTLFEK 
YVRPGGGFEPNFTLFEKCEVNGEK 
 

gi|16758750 Glutathione reductase DAYVSRLNNIYQNNLTK 
DNVKIYSTAFTPMYHAVTTR 
GVYAVGDVCGK 
IYSTAFTPMYHAVTTR ox 
IYSTAFTPMYHAVTTRK 
IYSTAFTPMYHAVTTRK ox 
LFEGKEDSR 
LGIQTDDKGHILVDEFQNTNVK 
LNNIYQNNLTK 



SKFNWHVIK 
TSLMIRHDK ox 
VVGIHMQGIGCDEMLQGFAVAVKMGATK ox ox 
 

gi|121714 Glutathione S-transferase 8 AILSYLAAK 
AILSYLAAKYNLYGK 
APQEKEESLALAVK 
DGCLLFGQVPLVEIDGMLLTQTR ox 
ISNIPTIKK 
KFLQPGSQR 
KPPPDGHYVDVVR 
LYYFQGR 
NRYFPVFEK 
WLLATAGVEFEEEFLETR 
YNLYGKDLK 
 

gi|13928688 Glutathione S-transferase A5 ADVYLVQVLYHVEELDPSALANFPLLK 
AILNYIATK 
AILNYIATKYNLYGK 
ALIDMYAEGVADLDEIVLHYPYIPPGEK ox 
FLQPGSQR 
GRMEPIR 
GRMEPIR ox 
KFLQPGSQR 
KPLEDEKCVESAVK  
LRNDGSLMFQQVPMVEIDGMK ox 
LRNDGSLMFQQVPMVEIDGMK ox ox 
LRNDGSLMFQQVPMVEIDGMK ox ox ox 
NDGSLMFQQVPMVEIDGMK ox ox 
NRYFPAFEK 
PGKPVLHYFDGR 
SHGQDYLVGNR 
TRDDLAR 
VLKSHGQDYLVGNR 
VSNLPTVK 
VSNLPTVKK 
WLLAAAGVEFEEQFLK 
YFPAFEK 
 

gi|204503 Glutathione S-transferase Yb-1 ADIVENQVMDNR 
ADIVENQVMDNR ox 
CLDAFPNLKDFLAR  
FKLGLDFPNLPYLIDGSR 
GLTHPIRLLLEYTDSSYEEK 
HHLCGETEEER  
HHLCGETEEERIR  
IITHPNFNGNTLDNDIM(ox)LIK 
IRADIVENQVMDNR 
IRADIVENQVMDNR ox 
ISAYMNCSR  
ISAYMNCSR ox  
ITQSNAIMRYLAR ox 
KHHLCGETEEER  
KISAYMNCSR  
KITQSNAIMR 
KITQSNAIMR ox 
LGLDFPNLPYLIDGSR 
LGLDFPNLPYLIDGSRK 
LLLEYTDSSYEEK 
LLLEYTDSSYEEKR 
LYSEFLGK 
MKLYSEFLGK ox 
MQLIMLCYNPDFEK  
MQLIMLCYNPDFEK ox  
MQLIMLCYNPDFEK ox ox  
PMILGYWNVR 
PMILGYWNVR ox 
QKPEFLK 
RPWFAGDK 
TIPEKMK 
VTYVDFLAYDILDQYHIFEPK 
YAMGDAPDYDR 
YAMGDAPDYDR ox 
YAMGDAPDYDRSQWLNEK 
YAMGDAPDYDRSQWLNEK ox 
YLSTPIFSK 
 

gi|1170084 Glutathione S-transferase Yc-1 ADVYLVQVLYHVEELDPSALANFPLLK 
AILNYIATK 
AILNYIATKYNLYGK 
ALIDMYAEGVADLDEIVLHYPYIPPGEK ox 
FLQPGSQR 
GRMEPIR 
GRMEPIR ox 
KFLQPGSQR 
KPLEDEKCVESAVK  
LRNDGSLMFQQVPMVEIDGMK ox 
LRNDGSLMFQQVPMVEIDGMK ox ox 
LRNDGSLMFQQVPMVEIDGMK ox ox ox 
NDGSLMFQQVPMVEIDGMK ox ox 
NRYFPAFEK 
PGKPVLHYFDGR 
SHGQDYLVGNR 



TRDDLAR 
VLKSHGQDYLVGNR 
VSNLPTVK 
VSNLPTVKK 
WLLAAAGVEFEEQFLK 
YFPAFEK 
 

gi|1170038 Glutathione synthetase  ALKQIEINTISASFGGLASR 
ASYILMEK ox 
CPDIATQLAGTK 
CPDIATQLAGTKK 
DGYMPSQYNAQNWEAR 
DGYMPSQYNAQNWEAR ox 
EGIAQTVFLGLNR 
GSLDQNRR 
HVLNVLNK 
HVLNVLNKTNEASK 
ILSNNPSKGLALGIAK 
KVQQELSR 
LFDIYKQVLK 
LFMEDQEVAVVYFR 
LFMEDQEVAVVYFR ox 
QIEINTISASFGGLASR 
QLEELAQQAIDR 
QVLKEGIAQTVFLGLNR 
RFEDVSER 
SDYMFQCSADGSK ox 
SDYMFQCSADGSKALK 
AIEHADGGVAAGVAVLDNPYPV 
TKAIEHADGGVAAGVAVLDNPYPV 
VGLLEALLPGQPEAVAR 
 

gi|12585231 Glutathione transferase omega 1 FCPFAQRTLMVLK 
GIRHEIININLK 
GSAPPGPVPEGQIR 
HEIININLK 
KEDHPGIK 
KLFPDDPYEK 
LEALELNECIDHTPK 
LEALELNECIDHTPKLK 
LFPDDPYEK 
LWMATMQEDPVASSHFIDAK ox ox 
MTFELFSK ox 
MTFELFSKVPSLVTSFIR 
MTFELFSKVPSLVTSFIR ox 
NKPEWFFEK 
SLGKGSAPPGPVPEGQIR 
TYRDYLSLYLQDSPEACDYGL 
VPSLVTSFIR 
 

gi|121719 GlutathioneS-transferase yb2 CLDAFPNLKDFVAR 
FKLGLDFPNLPYLIDGSHK 
FLSKPIFAK 
HNLCGETEEER 
IRVDVLENQAMDTR 
IRVDVLENQAMDTR ox 
ITQSNAILR 
ITYVDFLVYDVLDQHR 
ITYVDFLVYDVLDQHRIFEPK 
KHNLCGETEEER 
KKPEYLEGLPEK 
LFLEYTDTSYEDKK 
LGLDFPNLPYLIDGSHK 
LGLDFPNLPYLIDGSHKITQSNAILR 
LQLAMVCYSPDFER 
LQLAMVCYSPDFER ox 
LYSEFLGK 
MKLYSEFLGK 
PMTLGYWDIR 
PMTLGYWDIR ox 
PMTLGYWDIRGLAHAIR 
PMTLGYWDIRGLAHAIR ox 
SGRFLSKPIFAK 
YSMGDAPDYDR ox 
YSMGDAPDYDRSQWLSEK ox 
 

gi|8393418 Glyceraldehyde-3-phosphate dehydrogenase AENGKLVINGKPITIFQER 
DGRGAAQNIIPASTGAAK 
GAAQNIIPASTGAAK 
IVSNASCTTNCLAPLAK   
LISWYDNEYGYSNR 
LTGMAFR ox 
LTGMAFRVPTPNVSVVDLTCR ox  
LVINGKPITIFQER 
LVINGKPITIFQERDPANIK 
LWRDGR 
VGVNGFGR 
VIHDNFGIVEGLMTTVHAITATQK 
VIHDNFGIVEGLMTTVHAITATQK ox 
VIISAPSADAPMFVMGVNHEK ox 
VIISAPSADAPMFVMGVNHEKYDNSLK 
VIISAPSADAPMFVMGVNHEKYDNSLK ox 
VIPELNGK 



VKVGVNGFGR 
VPTPNVSVVDLTCR  
VPTPNVSVVDLTCRLEKPAK  
VVDLMAYMASKE 
VVDLMAYMASKE ox 
VVDLMAYMASKE ox ox 
WGDAGAEYVVESTGVFTTMEK 
WGDAGAEYVVESTGVFTTMEK ox 
 

gi|3122139 Glycerol kinase AGALEGVPISGCLGDQSAALVGQMCFQDGQAK ox 
AVLGPLVGAVDQGTSSTR 
CHIAFAALEAVCFQTR 
CVFSEHGLLTTVAYK 
DCGIPLSHLQVDGGMTSNK ox 
DKPVYYALEGSVAIAGAVIR 
EILDAMNR 
EILQSVYECIEK 
EILQSVYECIEKTCEK 
ETTVVWDK 
FEPQINAEESEIR 
GIICGLTQFTNK 
IPGNNNFVK 
KAVLGPLVGAVDQGTSSTR 
KVQEAVEENR 
LGQLNIDISNIK 
LGQLNIDISNIKAIGVSNQR 
LTGEPLYNAVVWLDLR 
NTYGTGCFLLCNTGHK 
SSSEIYGLMK 
SSSEIYGLMK ox 
TAELLSHHQVEIK 
TAELLSHHQVEIKQEFPR 
VQEAVEENR 
WLLDNVKK 
WLRDNLGIIK 
 

gi|3023880 Glycerol-3-phosphate dehydrogenase[NAD+], cytoplasmic ANTIGISLIK 
ELHSILQHK 
FCETTIGCKDPAQGQLLK 
GLVDKFPLFTAVYK 
ICDQLKGHLK 
ITVVQEVDTVEICGALK 
IVGSNASQLAHFDPR 
KLTEIINTQHENVK 
KVCIVGSGNWGSAIAK 
LFCSGSVSSATFLESCGVADLITTCYGGR 
LPPNVVAVPDVVQAATGADILVFVVPHQFIGK 
LTEIINTQHENVK 
NIVAVGAGFCDGLGFGDNTK 
SIEQLEKEMLNGQK ox 
VCIVGSGNWGSAIAK 
VTMWVFEEDIGGR ox 
 

gi|121557 Glycerol-3-phosphate dehydrogenase[NAD+], cytoplasmic ELHSILQHK 
GLVDKFPLFTAVYK 
ITVVQEVDTVEICGALK 
KLTEIINTQHENVK 
LGLMEMIAFAK ox ox 
LQGPQTARELHSILQHK 
LTEIINTQHENVK 
NIVAVGAGFCDGLGFGDNTK 
SIEQLEKEMLNGQK ox 
VCIVGSGNWGSAIAK 
VTMWVFEEDIGGR ox 
 

gi|121328 Glycine N-Methyltransferase  AHMVTLDYTVQVPGAGR 
AHMVTLDYTVQVPGAGR ox 
CQHSVLGDFKPYRPGQAYVPCYFIHVLKK   
GDQSEHR 
GDQSEHRLALK 
KEPAFDK 
LSYYPHCLASFTELVQEAFGGR  
MLKYALK ox 
NIASMVRPGGLLVIDHR ox 
NIYYKSDLTK 
NYDYILSTGCAPPGK  
NYDYILSTGCAPPGKNIYYK  
SDLTKDITTSVLTVNNK 
SLGVAAEGIPDQYADGEAAR 
SLGVAAEGIPDQYADGEAARVWQLYIGDTR 
TAEYKAWLLGLLR 
VWQLYIGDTR 
 

gi|13324704 GrpE-like1, mitochondrial ALADTENLR 
ALADTENLRQR 
ATQSVPKEEVSNNNPHLK 
FDPYEHEALFHTPVEGK 
FDPYEHEALFHTPVEGKEPGTVALVSK 
HGLLRLDPIGAK 
NNGQNLEEDLGHCEPK  
SLYEGLVMTEVQIQK ox 
TDPSSADKTLLEEK 
TLRPALVGVVK 



TLRPALVGVVKDA 
VFTKHGLLR 
VGYKLHGR 
 

gi|120938 Guanidino acetate methyltransferase  AAPAAYDTSDTHLQILGKPVMER 
AAPAAYDTSDTHLQILGKPVMER ox 
EHWIIECNDGVFQR 
ENICTEVMALVPPADCR 
ENICTEVMALVPPADCR ox 
GGRVLEVGFGMAIAASR 
LLKPGGILTYCNLTSWGELMK 
LLKPGGILTYCNLTSWGELMK ox 
LQNWALKQPHK 
SKYTDITAMFEETQVPALLEAGFQR 
SKYTDITAMFEETQVPALLEAGFQR ox 
SSSAASPLFAPGEDCGPAWR 
VLEVGFGMAIAASR 
VLEVGFGMAIAASR ox 
VQQAPIKEHWIIECNDGVFQR 
WETPYMHSLAAAAASR 
WETPYMHSLAAAAASR ox 
YTDITAMFEETQVPALLEAGFQR 
YTDITAMFEETQVPALLEAGFQR ox 
YYAFPQMITPLVTK 
YYAFPQMITPLVTK ox 
YYAFPQMITPLVTKH 
 

gi|7533042 Guanine deaminase ASDSPIDLFCGDFVGDISEAVIQK 
AVMVSNVLLINK ox 
AVMVSNVLLINKVNEK 
AVMVSNVLLINKVNEK ox 
DFDALLINPR 
EIGNFEVGKDFDALLINPR 
EWCFKPCEIR 
FLYLGDDR 
FLYLGDDRNIEEVYVGGK 
FQSTDVAEEVYTR 
FSLSCTETLMSELGNIAK 
FSLSCTETLMSELGNIAK ox 
FVSEMLQK 
FVSEMLQK ox 
GASIAHCPNSNLSLSSGLLNVLDVLK 
IGLGTDVAGGYSYSMLDAIR 
IGLGTDVAGGYSYSMLDAIR ox 
IVFLEESSQQEK 
LAKEWCFKPCEIR 
LATLGGSQALGLDR 
NIEEVYVGGK 
NYTDVYDKNNLLTNK 
QVVPFSSSV 
RAVMVSNVLLINK 
RFQSTDVAEEVYTR 
SLTLKEVFR 
THDLYIQSHISENREEIEAVK 
TPQLALIFR 
TVMAHGCYLSEEELNVFSER 
TVMAHGCYLSEEELNVFSER ox 
VCMDLNNTVPEYK 
VCMDLNNTVPEYK ox 
YTFPTEKR 
 

gi|24025637 Heat shock 70kDa , protein 4 AFSDPFVEAEK 
AGGIETIANEYSDR 
CTPACVSFGPK 
EDIYAVEIVGGATR 
EFSITDVVPYPISLR 
FDEVLVNHFCEEFGKK 
FLEMCDDLLAR 
FLEMCDDLLAR ox 
FQESEERPK 
FVSEDDRNNFTLK 
GCALQCAILSPAFK 
NAVEEYVYEMR 
NAVEEYVYEMR ox 
NTVQGFKR 
QDLPALEEKPR 
QVYVDKLAELR 
SNLAYDIVQLPTGLTGIK 
SVMDATQIAGLNCLR 
SVMDATQIAGLNCLR ox 
VLATAFDTTLGGR 
VLTFYRK 
VNVHGIFSVSSAALVEVHK 
 

gi|121574 Heat shock 70kDa, protein 5 AKFEELNMDLFR 
AKFEELNMDLFR ox 
ALSSQHQAR 
DAGTIAGLNVMR 
DAGTIAGLNVMR ox 
DNHLLGTFDLTGIPPAPR 
EFFNGKEPSR 
ELEEIVQPIISK 
FEELNMDLFR 



FEELNMDLFR ox 
IEIESFFEGEDFSETLTR 
IEWLESHQDADIEDFK 
IEWLESHQDADIEDFKAK 
IINEPTAAAIAYGLDK 
IINEPTAAAIAYGLDKR 
ITITNDQNR 
ITPSYVAFTPEGER 
KSQIFSTASDNQPTVTIK 
KTKPYIQVDIGGGQTK 
KVTHAVVTVPAYFNDAQR 
LSPEDKETMEK 
LTPEEIER 
LYGSGGPPPTGEEDTSEKDEL 
NELESYAYSLK 
NELESYAYSLKNQIGDK 
NQLTSNPENTVFDAK 
RALSSQHQAR 
SDIDEIVLVGGSTR 
SQIFSTASDNQPTVTIK 
TFAPEEISAMVLTK 
TFAPEEISAMVLTK ox 
TKPYIQVDIGGGQTK 
TWNDPSVQQDIK 
VEIIANDQGNR 
VMEHFIK ox 
VTAEDKGTGNK 
VTHAVVTVPAYFNDAQR 
VYEGERPLTK 
 

gi|13242237 Heat shock protein 8 ARFEELNADLFR 
DAGTIAGLNVLR 
DNNLLGKFELTGIPPAPR 
FEELNADLFR 
FELTGIPPAPR 
GPAVGIDLGTTYSCVGVFQHGK 
GVPQIEVTFDIDANGILNVSAVDK 
HWPFMVVNDAGRPK 
HWPFMVVNDAGRPK ox 
IINEPTAAAIAYGLDK 
IINEPTAAAIAYGLDKK 
ILDKCNEIISWLDK 
ITITNDKGR 
LDKSQIHDIVLVGGSTR 
LLQDFFNGK 
LLQDFFNGKELNK 
LSKEDIER 
MKEIAEAYLGK ox 
MVNHFIAEFK 
MVNHFIAEFK ox 
MVNHFIAEFKR 
MVNHFIAEFKR ox 
NQVAMNPTNTVFDAK ox 
NQVAMNPTNTVFDAKR 
NQVAMNPTNTVFDAKR ox 
NSLESYAFNMK ox 
QATKDAGTIAGLNVLR 
QTQTFTTYSDNQPGVLIQVYEGER 
RFDDAVVQSDMK 
SFYPEEVSSMVLTK 
SFYPEEVSSMVLTK ox 
SINPDEAVAYGAAVQAAILSGDK 
SQIHDIVLVGGSTR 
TLSSSTQASIEIDSLYEGIDFYTSITR 
TTPSYVAFTDTER 
TTPSYVAFTDTERLIGDAAK 
TVTNAVVTVPAYFNDSQR 
VEIIANDQGNR 
VQVEYKGETK 
 

gi|58865966 Heat shock protein gp96 AYGDRIER 
EFEPLLNWMKDK 
ELISNASDALDKIR 
FAFQAEVNR 
GLFDEYGSK 
GVVDSDDLPLNVSR 
HPLIRDMLR 
HPLIRDMLR ox 
IYFMAGSSR 
IYFMAGSSR ox 
KEAESSPFVER 
KTFEINPR 
KYSQFINFPIYVWSSK 
LGVIEDHSNR 
LGVIEDHSNRTR 
LIINSLYK 
LISLTDENALAGNEELTVK 
NLLHVTDTGVGMTR 
NLLHVTDTGVGMTR ox 
NLLHVTDTGVGMTREELVK 
NLLHVTDTGVGMTREELVK ox 
QDKIYFMAGSSR 
RVFITDDFHDMMPK ox 



RVFITDDFHDMMPK ox ox 
SEKFAFQAEVNR 
SILFVPTSAPR 
TVMDLAVVLFETATLRSGYLLPDTK 
VFITDDFHDMMPK ox ox 
YLNFVKGVVDSDDLPLNVSR 
 

gi|247242 Heat shock protein hsp60 AAVEEGIVLGGGCALLR 
ALKIPAMTIAK ox 
ALMLQGVDLLADAVAVTMGPK ox ox 
ALMLQGVDLLADAVAVTMGPKGR ox ox 
CEFQDAYVLLSEKK 
CIPALDSLKPANEDQK 
GIIDPTKVVR 
GRTVIIEQSWGSPK 
GVMLAVDAVIAELKK ox 
GYISPYFINTSK 
GYISPYFINTSKGQK 
HPTVLRQMRPVSR ox 
ISSVQSIVPALEIANAHR 
LVQDVANNTNEEAGDGTTTATVLAR 
NAGVEGSLIVEK 
TLNDELEIIEGMKFDR ox 
TVIIEQSWGSPK 
 

gi|68568728 Heat shock protein HSP90-beta [Fragment] ADHGEPIGR 
ADHGEPIGRGTK 
ALLFIPR 
AQALRDNSTMGYMMAK ox 
ELKIDIIPNPQER 
GVVDSEDLPLNISR 
HFSVEGQLEFR 
HLEINPDHPIVETLR 
HSQFIGYPITLYLEKER 
IDIIPNPQER 
KHLEINPDHPIVETLR 
LGIHEDSTNR 
NLKLGIHEDSTNR 
NNIKLYVR 
RAPFDLFENK 
RLSELLR 
SIYYITGESKEQVANSAFVER 
TKPIWTR 
TLTLVDTGIGMTKADLINNLGTIAK ox 
VILHLKEDQTEYLEER 
YHTSQSGDEMTSLSEYVSR 
YIDQEELNK 
YIDQEELNKTKPIWTR 
 

gi|28467005 Heat shock protein1, alpha ADLINNLGTIAK 
APFDLFENR 
APFDLFENRK 
EGLELPEDEEEKK 
ELHINLIPNKQDR 
ELISNSSDALDKIR 
FYEQFSK 
GVVDSEDLPLNISR 
HFSVEGQLEFR 
HIYFITGETK 
HLEINPDHSIIETLR 
KHLEINPDHSIIETLR 
LGIHEDSQNR 
SLTNDWEEHLAVK 
TDTGEPMGRGTK 
VILHLKEDQTEYLEER 
YIDQEELNK 
 

gi|3402102 Heat-Shock Cognate 70kd Protein 44kd Atpase N-Terminal Mutant 
With Cys 17 Replace dByLys 

VQVEYKGETK 
DAGTIAGLNVLR 
VEIIANDQGNR 
MVNHFIAEFK ox 
FEELNADLFR 
MKEIAEAYLGK ox 
MVNHFIAEFKR ox 
ARFEELNADLFR 
TTPSYVAFTDTER 
LLQDFFNGKELNK 
QATKDAGTIAGLNVLR 
SFYPEEVSSMVLTK ox 
STAGDTHLGGEDFDNR 
MSKGPAVGIDLGTTYSK 
IINEPTAAAIAYGLDKK 
NQVAMNPTNTVFDAKR ox 
LDKSQIHDIVLVGGSTR 
TVTNAVVTVPAYFNDSQR 
 

gi|1304381 Hemoglobin alpha chain AADHVEDLPGALSTLSDLHAHK 
AADHVEDLPGALSTLSDLHAHKLR 
FLSHCLLVTLACHHPGDFTPAMHASLDK   ox 
IGGHGGEYGEEALQR 
LRVDPVNFK 
MFAAFPTTK 
MFAAFPTTK ox 



MVLSAADK 
MVLSAADK ox 
MVLSAADKTNIK ox 
TYFSHIDVSPGSAQVK 
 

gi|122477 Hemoglobin alpha-1and alpha-2 chains AADHVEDLPGALSTLSDLHAHK 
AADHVEDLPGALSTLSDLHAHKLR 
IGGHGGEYGEEALQR 
IGGHGGEYGEEALQRMFAAFPTTK ox 
KVADALAK 
LRVDPVNFK 
MFAAFPTTK 
MFAAFPTTK ox 
TYFSHIDVSPGSAQVK 
TYFSHIDVSPGSAQVKAHGK 
VLSADDKTNIK 
 

gi|122514 Hemoglobin beta chain, major-form AAVNGLWGKVNPDDVGGEALGR 
EFTPCAQAAFQK 
GTFAHLSELHCDK 
GTFAHLSELHCDKLHVDPENFR 
KVINAFNDGLK 
LHVDPENFR 
LLGNMIVIVLGHHLGK 
LLGNMIVIVLGHHLGK ox 
LLGNMIVIVLGHHLGKEFTPCAQAAFQK 
LLGNMIVIVLGHHLGKEFTPCAQAAFQK ox 
LLVVYPWTQR 
VHLTDAEKAAVNGLWGK 
VINAFNDGLK 
VINAFNDGLKHLDNLK 
VNPDDVGGEALGR 
VVAGVASALAHK 
VVAGVASALAHKYH 
YFDSFGDLSSASAIMGNPK 
YFDSFGDLSSASAIMGNPK ox 
YFDSFGDLSSASAIMGNPKVK 
 

gi|123036 Hemopexin precursor CNADPGLSALLSDHR 
DYFISCPGR 
DYFISCPGRGHGK 
EDKVWVYPPEK 
ELGSPPGISLDTIDAAFSCPGSSK 
FNPVTGEVPPR 
FNPVTGEVPPRYPLDAR 
GATYAFSGSHYWR 
GECQSEGVLFFQGNR 
GECQSEGVLFFQGNRK 
GGNNLVSGYPK 
GGNNLVSGYPKR 
GHSGIRELISER 
KWFWDFATR 
LYVTSGRR 
NPVTSVDAAFR 
RLWWLDLK 
SGAQATWAELSWPHEKVDGALCLEK 
SLPQPQKVNSILGCSQ 
VNSILGCSQ 
VWVYPPEKK 
VYLIQGTQVYVFLTK 
WFWDFATR 
WKNPVTSVDAAFR 
YYCFQGNK 
YYCFQGNKFLR 
 

gi|19527048 Heterogeneous nuclear ribonucleoprotein F ATENDIYNFFSPLNPVR 
DRANMQHR ox 
DRESMGHR ox 
FMSVQRPGPYDRPGTAR ox 
GLPYKATENDIYNFFSPLNPVR 
HSGPNSADSANDGFVR 
ITGEAFVQFASQELAEK 
SGAYSAGYGGYEEYSGLSDGYGFTTDLFGR 
SHRTEMDWVLK 
SHRTEMDWVLK ox 
SYSDPPLKFMSVQRPGPYDRPGTAR ox 
VHIEIGPDGR 
VTGEADVEFATHEEAVAAMSK ox 
VTGEADVEFATHEEAVAAMSKDR ox 
YGDSEFTVQSTTGHCVHMR ox 
YIEVFKSHR 
YIEVFKSSQEEVR 
 

gi|48429104 Heterogeneous nuclear ribonucleoprotein K ALRTDYNASVSVPDSSGPER 
GGDLMAYDRR 
GSDFDCELR 
GSYGDLGGPIITTQVTIPK 
IILDLISESPIK 
IILDLISESPIKGR 
ILSISADIETIGEILK 
ILSISADIETIGEILKK 
LFQECCPHSTDR 
LLIHQSLAGGIIGVK 



NLPLPPPPPPR 
SRNTDEMVELR 
TDYNASVSVPDSSGPER 
 

gi|46577278 Heterogeneous nuclear ribonucleoprotein L AITHLNNNFMFGQK ox 
IEYAKPTR 
ISRPGDSDDSR 
LCFSTAQHAS 
MGPPVGGHR ox 
MGPPVGGHRR ox 
NGVQAMVEFDSVQSAQR ox 
NNRFSTPEQAAK 
NPNGPYPYTLK 
SDALETLGFLNHYQMK 
SKPGAAMVEMADGYAVDR ox 
SKPGAAMVEMADGYAVDR ox ox 
VFNVFCLYGNVEK 
YYGGGNEGGR 
YYGGGNEGGRAPK 
 

gi|20892457 Homogentisate1,2-dioxygenase  CFYNSDGDFLIVPQK 
CFYNSDGDFLIVPQKGK 
DFLIPVAWYEDR 
FSVDVFEETR 
LLIYTEFGK 
NCMSEFMGLIK ox ox 
QGGFLPGGGSLHSAMTPHGPDADCFEK ox 
SLRPGVAIADFVIFPPR 
SNNGLAVHIFLCNSSMENR ox 
TFRPPYYHR 
WGVADKTFRPPYYHR 
WKPFEIPK 
YISGFGNECASEDPR 
YISGFGNECASEDPRCPGSLPK 
 

gi|6226634 Hyaluronan mediated motility receptor LLEYIEEISCASDQVEK 
ELSAHLQQQLCSFQEEMTSER 
TAAHAQATVIAQEK 
YSDTAQTLR 
LENLTLQEKVAMAEK 
LENLTLQEKVAMAEKR 
 

gi|34859262 Hydroxyacid oxidase 1 AIFVTVDTPYLGNR 
AIFVTVDTPYLGNRFDDVR 
AVFVGRPIIWGLAFQGEK 
FDDVRNR 
FKLPPQLR 
GDDAQEAVKHGVDGILVSNHGAR 
GILRGDDAQEAVK 
GNFGDNSGLAEYVAQAIDPSLSWDDIKWLR 
GTDVLKALALGAR 
GVQDVLEILKEEFR 
HGVDGILVSNHGAR 
KNPLAVSK 
LTSLPIVVK 
LVCISDYEQHAR  
MKNFETNDLAFSPK 
MKNFETNDLAFSPK ox 
MLRNVADIDLSTSVLGQR ox 
NFETNDLAFSPK 
RAEQMGYK 
RLTSLPIVVK 
SGANDQETLADNIR 
SVYDYYK 
SVYDYYKSGANDQETLADNIR 
TVLQKSVYDYYK 
VEVFLDGGVR 
VEVFLDGGVRK 
WKLYPR 
 

gi|21729786 Hydroxyacyl glutathione hydrolase ALLEVLGRLPPDTK 
EKTVQQHAGETDPVTTMR ox 
FYEGTADEMYK 
FYEGTADEMYK ox 
IGALTHKVTHLSTLQVGSLSVK 
LEPGLKVYGGDDR 
LTTVLTTHHHWDHAGGNEK 
TVQQHAGETDPVTTMR 
TVQQHAGETDPVTTMR ox 
VTHLSTLQVGSLSVK 
VYCGHEYTVNNLK 
VYCGHEYTVNNLKFAR 
VYGGDDRIGALTHK 
 

gi|3913728 Hydroxyacylglutathione hydrolase ALLEVLGRLPPDTK 
EKNAIGEPTVPSTLAEEFTYNPFMR 
EKNAIGEPTVPSTLAEEFTYNPFMR ox 
EKTVQQHAGETDPVTTMR 
EKTVQQHAGETDPVTTMR ox 
FYEGTADEMYK ox 
FYEGTADEMYKALLEVLGR ox 
HVEPGNTAVQEK 
HVEPGNTAVQEKLAWAK 



LEPGLKVYGGDDR 
LTTVLTTHHHWDHAGGNEK 
LVKLEPGLK 
NAIGEPTVPSTLAEEFTYNPFMR 
NAIGEPTVPSTLAEEFTYNPFMR ox 
TVQQHAGETDPVTTMR 
TVQQHAGETDPVTTMR ox 
VKLTTVLTTHHHWDHAGGNEK 
VYGGDDRIGALTHK 
 

gi|2495261 Hydroxymethylglutaryl-CoA lyase, mitochondrial [Precursor] LVGLASLR 
AASTSSMGTLPK 
AASTSSMGTLPKR 
WVPQMADHSDVLK 
LYSMGCYEISLGDTIGVGTPGLMK 
GASGNLATEDLVYMLTGLGIHTGVNLQK 
 

gi|123330 Hydroxymethylglutaryl-CoA synthase, mitochondrial [Precursor] APLVLEQGLR 
CYAAYRR 
FNNVEAGKYTVGLGQTR 
GTHMENAYDFYKPNLASEYPLVDGK ox 
IGAFSYGSGLAASFFSFR 
LEVGTETIIDK 
LEVGTETIIDKSK 
LMFNDFLSSSSDKQNNLYK 
LMFNDFLSSSSDKQNNLYK ox 
LSIQCYLR 
MGFCSVQEDINSLCLTVVQR 
MGFCSVQEDINSLCLTVVQR ox 
MSPEEFTEIMNQR 
MSPEEFTEIMNQR ox 
MSPEEFTEIMNQR ox ox 
QAGNNQPFTLDDVQYMIFHTPFCK ox 
TKLPWDAVGR 
VNFSPPGDTSNLFPGTWYLER 
 

gi|19526926 Hypothetical protein LOC70984 APLVCLPVFVSK 
APLVCLPVFVSKDPGLDLR 
ETHAFGRD 
IAEVGGVPYLLPLVNK 
IAEVGGVPYLLPLVNKK 
KVYDLNEIAK 
TGELNFVSCMR 
VYDLNEIAK 
WLHFYEMK 
 

gi|27717001 Hypothetical protein XP_216665 CDVLNRGFSGYNTR 
DENPKQHVPLDEYSANLR 
DMVQYLR 
DMVQYLR ox 
GAGLENPVAVTIFFGANDSTLK 
GAGLENPVAVTIFFGANDSTLKDENPK 
IILPRIIR 
KGAGLENPVAVTIFFGANDSTLK 
LLPDWKDVEETKPELSLLGDGDH 
LNRLNVAVGEYAK 
LNVAVGEYAK 
QHVPLDEYSANLR 
QHVPLDEYSANLRDMVQYLR 
QHVPLDEYSANLRDMVQYLR ox 
SVDIPKER 
VILITPPPLCEAAWEK 
VILITPPPLCEAAWEKECILK 
VLLFGDSITQFSFQQGGWGTLLADR 
WAKIILPR 
 

gi|123501 Hypoxanthine-guanine phosphoribosyltransferase DLNHVCVISESGK 
DVMKEMGGHHIVALCVLK ox 
DVMKEMGGHHIVALCVLK ox ox 
EMGGHHIVALCVLK 
EMGGHHIVALCVLK ox 
FFADLLDYIK 
FVVGYALDYNEHFR 
GGYKFFADLLDYIK 
LKSYCNDQSTGDIK 
NVLIVEDIIDTGKTMQTLLSLVK 
NVLIVEDIIDTGKTMQTLLSLVK ox 
SIPMTVDFIR 
SIPMTVDFIR ox 
SVGYRPDFVGFEIPDK 
SYCNDQSTGDIK 
SYCNDQSTGDIKVIGGDDLSTLTGK 
TMQTLLSLVK 
TMQTLLSLVK ox 
VFIPHGLIMDR ox 
VIGGDDLSTLTGK 
 

gi|20302024 Hypoxia up-regulated 1 (150 kDa oxygen-regulated protein 
[Precursor] 

MGPYPQRK ox 
YFQHLLGK 
LCQGLFFR 
TLGGLEMELR 
FTKPRPRPK 
TLGGLEMELR ox 



EAGTQPQLQIR 
QADNPHVALYR 
TKEAGTQPQLQIR 
DAVIYPILVEFTR 
MMALDREVQYLLNK 
MMALDREVQYLLNK oxox 
VAIVKPGVPMEIVLNKESR ox 
 

gi|543269 Ig heavy chain DNARNNLYLQMSSLR 
EGIYYGYALYGMDYWGQGTSVTV 
MNFGFSLIFLVLVLKGVQCEVK ox 
GGTTYYPDSVK 
MNFGFSLIFLVLVLK ox 
NNLYLQMSSLR 
RLEWVASISR 
 

gi|6754278 Isocitrate dehydrogenase 1 (NADP+), soluble ATDFVVPGPGKVEITYTPK 
FKDIFQEIYDK 
GQETSTNPIASIFAWSR 
GWPLYLSTK 
GWPLYLSTKNTILK 
HAYGDQYR 
IIWELIK 
IIWELIKEK 
KIQGGSVVEMQGDEMTR ox ox 
LILPYVELDLHSYDLGIENR 
LVTGWVKPIIIGR 
NILGGTVFR 
SDYLNTFEFMDK ox 
SDYLNTFEFMDKLGENLK ox 
SEGGFIWACK 
SIEDFAHSSFQMALSK 
SIEDFAHSSFQMALSK ox 
TVEAEAAHGTVTR 
 

gi|16758446 Isocitrate dehydrogenase 3 (NAD+) alpha APIQWEER 
CSDFTEEICR 
CSDFTEEICRR 
DMANPTALLLSAVMMLR ox ox 
DMANPTALLLSAVMMLR ox ox 
ENTEGEYSGIEHVIVDGVVQSIK 
GPLKTPIAAGHPSMNLLLR 
GPLKTPIAAGHPSMNLLLR ox 
HMGLFDHAAK 
HMGLFDHAAK ox 
IAEFAFEYAR 
IEAACFATIKDGK 
IFDAAKAPIQWEER 
KTFDLYANVRPCVSIEGYK 
MGLKGPLK 
MSDGLFLQK 
NNHRSNVTAVHK 
NVTAIQGPGGK 
NVTAIQGPGGKWMIPPEAK ox 
RIAEFAFEYAR 
SNVTAVHKANIMR 
SNVTAVHKANIMR ox 
TPIAAGHPSMNLLLR 
TPIAAGHPSMNLLLR ox 
TPIAAGHPSMNLLLRK 
TPIAAGHPSMNLLLRK ox 
TPYTDVNIVTIR 
WMIPPEAK ox 
 

gi|1170478 Isocitrate dehydrogenase cytoplasmatic ATDFVVPGPGKVEITYTPK 
DAAEAIKK 
FEAQKIWYEHR 
FKDIFQEIYDK 
GQETSTNPIASIFAWSR 
GWPLYLSTK 
HAYGDQYR 
IHGGSVVEMQGDEMTR 
IHGGSVVEMQGDEMTR ox 
IHGGSVVEMQGDEMTR ox ox 
IIWELIK 
IIWELIKEK 
IWYEHR 
KIHGGSVVEMQGDEMTR ox 
KIHGGSVVEMQGDEMTR ox ox 
LIDDMVAQAMKSEGGFIWACK ox ox  
LILPYVELDLHSYDLGIENR 
LILPYVELDLHSYDLGIENRDATNDQVTK 
LVTGWVKPIIIGR 
NILGGTVFR 
NILGGTVFREAIICK  
NYDGDVQSDSVAQGYGSLGMMTSVLICPDGK ox  
SDYLNTFEFMDK 
SDYLNTFEFMDK ox 
SDYLNTFEFMDKLGENLK 
SDYLNTFEFMDKLGENLK ox 
SEGGFIWACK  
SIEDFAHSSFQMALSK 
SIEDFAHSSFQMALSK ox 



TVEAEAAHGTVTR 
VTYLVHDFEEGGGVAMGMYNQDK ox ox 
 

gi|6647566 Isocitrate dehydrogenase cytoplasmatic ATDFVVPGPGKVEITYTPK 
CATITPDEKR 
DLAACIKGLPNVQR 
FKDIFQEIYDK 
GQETSTNPIASIFAWSR 
GWPLYLSTK 
GWPLYLSTKNTILK 
HAYGDQYR 
IHGGSVVEMQGDEMTR 
IHGGSVVEMQGDEMTR ox 
IHGGSVVEMQGDEMTR ox ox 
KIHGGSVVEMQGDEMTR 
KIHGGSVVEMQGDEMTR ox 
KIHGGSVVEMQGDEMTR ox ox 
LILPYVELDLHSYDLGIENR 
LVTGWVKPIIIGR 
NILGGTVFREAIICK 
QMWKSPNGTIR 
QMWKSPNGTIR ox 
SDYLNTFEFMDK 
SDYLNTFEFMDK ox 
SDYLNTFEFMDKLGENLK 
SDYLNTFEFMDKLGENLK ox 
SEGGFIWACK 
SIEDFAHSSFQMALSK ox 
SQFEAQKIWYEHR 
TVEAEAAHGTVTR 
TVEAEAAHGTVTRHYR 
 

gi|125052 Isovaleryl-CoA dehydrogenase, mitochondrial [Precursor] ACDEGHITAK 
AQEIDQSNDFKNLR 
ASAAVGLSYGAHSNLCINQIVR 
DAKLYEIGGGTSEVR 
EAFGQKIGQFQLMQGK ox 
GITAFIVEKDMPGFSTSK 
GITAFIVEKDMPGFSTSK ox 
GSNTCELVFEDCKVPAANILSQESK 
GVYVLMSGLDLER 
GVYVLMSGLDLER ox 
HTISKFVQENLAPK 
IGQFQLMQGK 
KGDHYVLNGNK 
LISGEFIGALAMSEPNAGSDVVSMR ox 
LISGEFIGALAMSEPNAGSDVVSMR ox ox 
LVIGRAFNADFR 
LVLAGGPLGIMQAVLDHTIPYLHVR ox 
LYEIGGGTSEVR 
MADMYTRLMACR 
MADMYTRLMACR ox 
NLREFWK 
QYVYNVAR 
TDLTAVPASR 
 

gi|3183535 Keratin complex 1, acidic, gene 18; keratin 18 DWGHYFK 
GPQGVRDWGHYFK 
IVLQIDNAR 
KVVDDTNITR 
LASYLDKVK 
LEAEIATYR 
LEAEIATYRR 
LQLETEIEALKEELLFMK ox 
NHEEEVQGLEAQIASSGLTVEVDAPK 
QAQEYEALLNIKVK 
QSVESDIHGLR 
QSVESDIHGLRK 
STTFSTNYR 
TLQTLEIDLDSMK 
TLQTLEIDLDSMK ox 
VKLEAEIATYR 
VKYETELAMR 
VKYETELAMR ox 
VRPASSAASVYAGAGGSGSR 
VVDDTNITR 
VVSETNDTR 
YETELAMR ox 
 

gi|587518 Keratin, type i cytoskeletal (cytokeratin18) AQIFANSVDNAR 
AQYEQLAQK 
IMADIRAQYEQLAQK ox 
IVLQIDNAR 
KVVDDTNITR 
LQLETEIEALKEELLFMK ox 
QSVESDIHGLR 
QSVESDIHGLRK 
VKYETELAMR 
VKYETELAMR ox 
 

gi|40354192 Keratin, type I cytoskeletal 10 ADLEMQIESLTEELAYLKK ox 
ALEESNYELEGK 
DAEAWFNEK 



GSLGGGFSSGGFSGGSFSR 
HGNSHQGEPR 
HGNSHQGEPRDYSK 
IKEWYEK 
IRLENEIQTYR 
LASYLDKVR 
LKYENEVALR 
NHEEEMKDLR 
NHEEEMKDLR ox 
NVQALEIELQSQLALK 
NVSTGDVNVEMNAAPGVDLTQLLNNMR 
NVSTGDVNVEMNAAPGVDLTQLLNNMR ox 
QSLEASLAETEGR 
QSVEADINGLRR 
SEITELRR 
SKELTTEIDNNIEQISSYK 
SQYEQLAEQNR 
SQYEQLAEQNRK 
TIDDLKNQILNLTTDNANILLQIDNAR 
VTMQNLNDR 
YENEVALR 
 

gi|435476 Keratin, type I cytoskeletal 9 DQIVDLTVGNNK 
FSSSSGYGGGSSR 
FSSSSGYGGGSSRVCGR 
GGSGGSHGGGSGFGGESGGSYGGGEEASGSGGGYGGGSGK 
HGVQELEIELQSQLSK 
HGVQELEIELQSQLSKK 
IKFEMEQNLR ox 
NHKEEMSQLTGQNSGDVNVEINVAPGK 
NYSPYYNTIDDLKDQIVDLTVGNNK 
QFSSSYLSR 
QGVDADINGLR 
SDLEMQYETLQEELMALKK 
SQYEQLAEQNRK 
STMQELNSR 
TLLDIDNTR 
TLNDMRQEYEQLIAK 
 

gi|1708592 Keratin, type II cytoskeletal 8 AEAETMYQIKYEELQTLAGK ox 
AQYEEIANR 
ATLEAAIADAEQR 
ATLEAAIADAEQRGELAVK 
DGKLVSESSDIMSK ox 
DVDEAYMNKVELESR ox 
ELQSQISDTSVVLSMDNSR 
ELQSQISDTSVVLSMDNSR ox 
EYQELMNVK 
EYQELMNVK ox 
FLEQQNKMLETK ox 
GSLGGFGGAGVGGITAVTVNQSLLNPLK 
KLLEGEESR 
LALDIEIATYRK 
LEDLKNALQK 
LEGLTDEINFLR 
LESGMQNMSIHTK ox 
LESGMQNMSIHTK ox ox 
LEVDPNIQAVR 
LKLEVELGNMQGLVEDFK ox 
LLEGEESR 
LLEGEESRLESGMQNMSIHTK ox 
LLEGEESRLESGMQNMSIHTK ox ox 
LQAEIDALKGQR 
NISRLQAEIDALK 
QIHEEEIR 
QIHEEEIRELQSQISDTSVVLSMDNSR ox 
QLEALGQEK 
QLREYQELMNVK 
QLREYQELMNVK ox 
SKTEISEMNR 
SKTEISEMNR ox 
SLDMDSIIAEVR 
SLDMDSIIAEVR ox 
SNMDNMFESYINNLR ox ox 
SNMDNMFESYINNLRR ox 
SNMDNMFESYINNLRR ox ox 
SRAEAETMYQIK 
SRAEAETMYQIK ox 
SYKMSTSGPR ox 
TEMENEFVLIK ox 
TEMENEFVLIKK 
TEMENEFVLIKK ox 
TQEKEQIK 
VELESRLEGLTDEINFLR 
WSLLQQQK 
YEDEINKR 
 

gi|400132 Ketohexokinase CAFMGSLAHGHVADFLVADFR 
CAFMGSLAHGHVADFLVADFR ox 
CGLQGFDGIV 
DFEKVDLTR 
FGCQVAGKK 
FKWIHIEGR 



GATLICAWAEEGADALGPDGQLLHSDAFPPPR 
GGNASNSCTVLSLLGAR 
GNSMQEALR 
GNSMQEALR ox 
GVDVSQVAWQSQGDTPCSCCIVNNSNGSR 
IEQYNATQPLQQK 
KCGLQGFDGIV 
SAGEALKGLYSR 
TIILYDTNLPDVSAK 
TIILYDTNLPDVSAKDFEK 
VSVEIEKPR 
VSVEIEKPREELFQLFGYGEVVFVSK 
VVDTLGAGDTFNASVIFSLSK 
 

gi|27660286 Lactamase, beta 2 ANIIYPGHGPVIHNAEAK 
DGKIFSIASPAK 
DHSGGIVDICK 
DNLEESFSVSELR 
DNLEESFSVSELRK 
EEQIITVFR 
IFSIASPAK 
IFSIASPAKK 
ILEYISHR 
ILEYISHRNNR 
MAEHNLLLHLR 
MAEHNLLLHLR ox 
MAEHNLLLHLRK ox 
NISNDATYCIK 
NISNDATYCIKK 
NNREEQIITVFR 
NPQKEEIIGSGEQQYVYIEDGDLIK 
NVPENLHK 
QALAEFDTAIQEILVTHWHR 
RILIDTGEPSVPEYISCLK 
VKANIIYPGHGPVIHNAEAK 
VLGCNPGPMTLQGTNTYLVGTGSR 
VLGCNPGPMTLQGTNTYLVGTGSR ox 
VLGCNPGPMTLQGTNTYLVGTGSRR ox 
 

gi|46485429 Lactoylglutathione lyase AEPQPASSGLTDEAALSCCSDPDPSTK 
GFGHIGIAVPDVYEACKR 
KATLELTHNWGTEDDETQSYHNGNSDPR 
KSLDFYTR 
RFEELGVK 
TAWAFSRK 
VLGLTLLQK 
VLGLTLLQKLDFPSMK 
VLGLTLLQKLDFPSMK ox 
 

gi|1346412 Lamin A AAYEAELGDARK 
AQHEDQVEQYKK 
AQNTWGCGSSLR 
ARLQLELSK 
DLEALLNSK 
EGDLLAAQAR 
IRIDSLSAQLSQLQK 
ITESEEVVSR 
LADALQELR 
LEAALGEAKK 
LLEGEEERLR 
LQTLKEELDFQK 
LRITESEEVVSR 
NIYSEELR 
NKSNEDQSMGNWQIR ox 
NSNLVGAAHEELQQSR 
SGAQASSTPLSPTR 
SLETENAGLR 
SYLLGNSSPR 
TLEGELHDLRGQVAK 
VAVEEVDEEGKFVR 
 

gi|8393693 Laminin receptor 1 ADHQPLTEASYVNLPTIALCNTDSPLR 
AIVAIENPADVSVISSR 
AVLKFAAATGATPIAGR 
FAAATGATPIAGR 
FTPGTFTNQIQAAFR 
FTPGTFTNQIQAAFREPR 
KSDGIYIINLK 
LLVVTDPR 
SDGIYIINLK 
SDGIYIINLKR 
SGGLDVLQMK 
YVDIAIPCNNK 
 

gi|18202835 Leucine aminopeptidase ADMGGAATICSAIVSAAK 
ADMGGAATICSAIVSAAK ox 
ANKPGDVVR 
EMLNISGPPLK ox 
GITFDSGGISIK 
GITFDSGGISIKASANMDLMR ox ox 
GMSGRPTRTLIEFLLR 
HLMESPANEMTPTRFAEIIEK ox ox 
KGMSGRPTR 



LFEASVETGDR 
LFEASVETGDRVWR 
LHGSGDLEAWEK 
LHGSGDLEAWEKGVLFASGQNLAR 
LNLPINIIGLAPLCENMPSGK 
LNLPINIIGLAPLCENMPSGK ox 
LREMLNISGPPLK 
LREMLNISGPPLK ox 
MPLFEHYTR 
MPLFEHYTR ox 
QVIDCQLADVNNLGKYR 
SAGACTAAAFLR 
SAGACTAAAFLREFVTHTK 
SAGVDDQENWHEGKENIR 
SWIEEQEMGSFLSVAK 
SWIEEQEMGSFLSVAK ox 
TFYGLHQDFPSVVVVGLGK 
TFYGLHQDFPSVVVVGLGKR 
TIQVDNTDAEGR 
TIQVDNTDAEGRLILADALCYAHTFNPK 
TLIEFLLR 
TRTFYGLHQDFPSVVVVGLGK 
WAHLDIAGVMTNKDEIPYLR ox 
 

gi|14249130 LIM and SH3 domain protein 1 ACFHCETCK 
EAQDSSSYR 
GFSVVADTPELQR 
GKGFSVVADTPELQR 
LKQQSELQSQVR 
MGPSGGEGIEPERR 
MGPSGGEGIEPERR ox 
QQSELQSQVR 
QSFTMVADTPENLR 
QSFTMVADTPENLR ox 
TQDQISNIKYHEEFEK 
VNCLDKFWHK 
 

gi|33187764 Liver regeneration-related protein LRRG03 Serotransferrin 
[Precursor] 

ADRDQYELLCLDNTR 
CISFRDHMK ox 
DCTGNFCLFR 
DGGGDVAFVK 
DLFWKGDK 
DLKQEDFQLLCPDGTK 
DLLFKDSAFGLLR 
DQYELLCLDNTR 
DSAFGLLRVPPR 
EGVCPEGSIDSAPVK 
EGYNGYTGAFQCLVEK 
EGYNGYTGAFQCLVEKGDVAFVK 
FDEFFSQGCAPGYK 
FDEFFSQGCAPGYKK 
GDKDCTGNFCLFR 
GTDFQLNQLQGK 
GTDFQLNQLQGKK 
GYYAVAVVK 
HQTVLENTNGK 
HTTIFEVLPQK 
HTTIFEVLPQKADR 
INHCKFDEFFSQGCAPGYK 
IPSHAVVAR 
KPVDQYEDCYLAR 
KPVTEFATCHLAQAPNHVVVSR 
KSCHTGLGR 
KSCHTGVDR 
KTSYQDCIK 
LLEACTFHK 
LLEACTFHKS 
LPEGTTYEEYLGAEYLQAVGNIR 
LYLGHSYVTAIR 
LYLGHSYVTAIRNQR 
MRFAVGALLACAALGLCLAVPDK ox 
NGDGKEDLIWEILK 
SAGWIIPIGLLFCNLPEPR 
SKDFQLFGSPLGK 
TAGWNIPMGLLFSR 
TAGWNIPMGLLFSR ox 
TSYQDCIK 
VAQEHFGKGK 
VPPRMDYR 
VPPRMDYR ox 
VSTVLTAQK 
WCALSHQER 
WCAVSEHENTK 
 

gi|126051 L-lactate dehydrogenase A chain DLADELALVDVIEDKLK 
DQLIVNLLKEEQVPQNK 
FIIPNVVK 
FRYLMGER ox 
GEMMDLQHGSLFLK ox ox 
GEMMDLQHGSLFLKTPK ox 
GEMMDLQHGSLFLKTPK ox ox 
GLYGIKEDVFLSVPCILGQNGISDVVK 
LKGEMMDLQHGSLFLK ox ox 



LLIVSNPVDILTYVAWK 
NRVIGSGCNLDSAR 
NVNIFKFIIPNVVK 
QQEGESRLNLVQR 
QVVDSAYEVIK 
QVVDSAYEVIKLK 
RVHPISTMIK 
RVHPISTMIK ox 
SADTLWGIQK 
SADTLWGIQKELQF 
SLNPQLGTDADKEQWK 
VHPISTMIK 
VHPISTMIK ox 
VIGSGCNLDSAR 
VTLTPDEEAR 
 

gi|19173766 Lon AGVTCIILPAENR 
AGVTCIILPAENRK 
AQLSATVLTLLIK 
AQSVLEEDHYGMEDVK ox 
DFSDLAPFITEGLEVHFVEHYR 
DRMEMINVSGYVAQEK ox ox 
EDKDGSLEVTGQLGDVMK ox 
EHQEALAVER 
ESVLQMMQAGQR 
ESVLQMMQAGQR ox 
ESVLQMMQAGQR ox ox 
EVGDELGAKPQLEMVTEATSDTSK 
EVGDELGAKPQLEMVTEATSDTSK ox 
EVLMVEVENVAHEDFQVTEEVK ox 
FSVGGMTDVAEIK 
FSVGGMTDVAEIK ox 
HVMDVVDEELSK 
HVMDVVDEELSK ox 
IAFPLREHQEALAVER 
IIQCLKK 
ILCFHGPPGVGK 
KYLLQEQLK 
LALLDNHSSEFNVTR 
LAQPYVGVFLK 
LAQPYVGVFLKR 
MEMINVSGYVAQEK 
MEMINVSGYVAQEK ox 
MEMINVSGYVAQEK ox ox 
QLEVEPEGLEPEAENKQK 
QSDENLDLAR 
RAGVTCIILPAENR 
RTYVGAMPGK ox 
RVLEFIAVSQLR 
TENPLVLIDEVDK 
TENPLVLIDEVDKIGR 
TIRDIIALNPLYR 
TLCGLDESKAQLSATVLTLLIK 
VLEFIAVSQLR 
VLFICTANVTDTIPEPLR 
VLFICTANVTDTIPEPLRDR 
YLLQEQLK 
YLVPQARTLCGLDESK 
 

gi|1172566 Low molecular weight phosphotyrosine protein phosphatase AKIELLGSYDPQK 
EDFATFDYILCMDESNLR ox 
HGIHMQHIAR 
HGIHMQHIAR ox 
IDSAATSTYEVGNPPDYR 
IELLGSYDPQK 
KHGIHMQHIAR 
KHGIHMQHIAR ox 
KLVTDENVSDNWR 
LVTDENVSDNWR 
QITREDFATFDYILCMDESNLR ox 
SPIAEAVFR 
SPIAEAVFRK 
SVLFVCLGNICR 
SVLFVCLGNICRSPIAEAVFR 
 

gi|6981362 Lysophospholipase I ASFSQGPINSANR 
DISVLQCHGDCDPLVPLMFGSLTVER ox 
GLVNPANVTFK 
IILGGFSQGGALSLYTALTTQQK 
KATAAVIFLHGLGDTGHGWAEAFAGIK 
LAGVTALSCWLPLR 
LKGLVNPANVTFK 
VYEGMMHSSCQQEMMDVK ox ox 
YFIDKLLPPID 
 

gi|204261 Major urinary protein precursor DNIIDLTK 
DNIIDLTKTDR 
EKIEENGSMR 
EKIEENGSMR ox 
ELYLVAYK 
IEENGSMR ox 
IKENGECR 
LCEAHGITR 



LNGDWFSIVVASNKR 
NGETFQLMVLYGR 
NGETFQLMVLYGR ox 
TDYDRYVMFHLINFK ox 
TPEDGEYFVEYDGGNTFTILK 
VFMQHIDVLENSLGFK 
VFMQHIDVLENSLGFK ox 
YVMFHLINFK ox 
 

gi|12083689 Major vault protein(MVP) AEAARIEGEGSVLQAK 
ALQNFRDLR 
ALQPLEEGESEEK 
AQALAIETEAELER 
AQLELEVSKAQQLANVEAK 
DLRGVLHR 
DQAVFPQNGLVVSSVDVQSVEPVDQR 
DTQSSVLFDITGQVR 
EMELIYAR 
EMELIYAR ox 
GAVASVTFDDFHK 
GAVASVTFDDFHKNSAR 
GIQDVYVLSEQQGLLLK 
GPLEYVPSAK 
GPLEYVPSAKVEVVEER 
GRVTGEEWLVR 
GTAKPLQPSAPR 
HEAQRLEQEAR 
HYCIVANPVSR 
IPPYHYIHVLDQNSNVSR 
LFSVPDFVGDACK 
LKAQALAIETEAELER 
LQLQLAYNWHFELK 
LRHADQEIR 
NQLGQKR 
NRNDPAEAAK 
QAIPLDQNEGIYVQDVK 
SFFLQPGER 
SFFLQPGERLER 
SLGFTMATEEAIIR 
SLGFTMATEEAIIR ox 
SVGAYLPAVFEEVLDLVDAVILTEK 
SVQLAIEITTNSQEAAAK 
SVQLAIEITTNSQEAAAKHEAQR 
TYIRQDNER 
VEVGPKTYIR 
VPHNAAVQVYDYR 
VREMELIYAR ox 
VRGAVASVTFDDFHK 
VSHQAGDCWLIR 
VTGEEWLVR 
VVSYRVPHNAAVQVYDYR 
 

gi|15100179 Malate dehydrogenase cytosolic DLDVAVLVGSMPR 
DLDVAVLVGSMPR ox 
ENFSCLTR 
EVGVYEALKDDSWLK 
FVEGLPINDFSREK 
GEFITTVQQR 
IFKSQGAALEK 
NVIIWGNHSSTQYPDVNHAK 
SAPSIPKENFSCLTR 
SVKVIVVGNPANTNCLTASK 
TWKFVEGLPINDFSR 
VIVVGNPANTNCLTASK 
VLVTGAAGQIAYSLLYSIGNGSVFGK 
 

gi|42476181 Malate dehydrogenase, mit.precursor AGAGSATLSMAYAGAR 
AGAGSATLSMAYAGAR ox 
AKAGAGSATLSMAYAGAR 
AKAGAGSATLSMAYAGAR ox 
ANTFVAELKGLDPAR 
ANVKGYLGPEQLPDCLK  
EGVIECSFVQSK  
ETECTYFSTPLLLGK  
ETECTYFSTPLLLGKK  
FVFSLVDAMNGK 
FVFSLVDAMNGK ox 
FVFSLVDAMNGKEGVIECSFVQSK ox  
GCDVVVIPAGVPR  
GLDPARVNVPVIGGHAGK 
GYLGPEQLPDCLK  
GYLGPEQLPDCLKGCDVVVIPAGVPR   
HGVYNPNKIFGVTTLDIVR 
IFGVTTLDIVR 
ITPFEEKMIAEAIPELK ox 
LTLYDIAHTPGVAADLSHIETR 
MIAEAIPELK 
NLGIGKITPFEEK 
TIIPLISQCTPK  
VAVLGASGGIGQPLSLLLK 
VAVLGASGGIGQPLSLLLKNSPLVSR 
VDFPQDQLATLTGR 
VNVPVIGGHAGK 



 
gi|19924063 MAWD Binding Protein AAIGDTTVQDIQYSPDTR 

AAIGDTTVQDIQYSPDTRK 
AEDGIVLDFPLYPTFPQDFHEVKDLIK 
EMNLSETAFIR 
EMNLSETAFIR ox 
EMNLSETAFIRK ox 
GESGGQTTPYDFYSR 
GGELDISLRPDGR 
GLILTVKGESGGQTTPYDFYSR 
GNPAAVCLLESILQEDAHQQIAR 
IKNVNSTLTFVTLSGELK 
KLQPTDSFSQSSCFGLR 
LQPTDSFSQSSCFGLR 
LSDSYDRSFLESLK 
MKLPIFIADAFTVTAFR 
NVNSTLTFVTLSGELK 
SFLESLKVNTEPLPGIEK 
VDMKGGAAVVLEGMLTA ox ox 
VNTEPLPGIEK 
 

gi|6647578 Membrane associated progesterone receptor component 1 DFTPAELRRYDGVQDPR 
VFDVTK 
GLATFCLDK 
GLATFCLDKEALK 
DEYDDLSDLTPAQQETLNDWDSQFTFK 
 

gi|400269 Methylmalonate-semialdehyde dehydrogenase [acylating], 
mitochondrial [Precursor] 

AEMEAAVAACKR ox  
AFPAWADTSILSR 
AISFVGSNQAGEYIFER 
CMALSTAVLVGEAK  ox 
CMALSTAVLVGEAKK  
CMALSTAVLVGEAKK  ox 
DMDLYSYR ox 
ERVCNLIDSGAK  
GLQVVEHACSVTSLMLGETMPSITK  ox ox 
IVNDNPYGNGTAIFTTNGAIAR 
IVNDNPYGNGTAIFTTNGAIARK 
KWLPELVER 
KYAHMVDVGQVGVNVPIPVPLPMFSFTGSR ox ox 
LFIDGKFVESK 
LITLEQGKTLADAEGDVFR 
LLQDSGAPDGTLNIIHGQHEAVNFICDHPDIK  
NHGVVMPDANK ox 
NHGVVMPDANKENTLNQLVGAAFGAAGQR 
NHGVVMPDANKENTLNQLVGAAFGAAGQR ox 
NLRVNAGDQPGADLGPLITPQAK 
QGIQFYTQLK 
RAFPAWADTSILSR 
SDKWIDIHNPATNEVVGR 
SSFRGDTNFYGK 
TITSQWKEEDATLSSPAVVMPTMGR ox ox 
TLADAEGDVFR 
VCNLIDSGAKEGASILLDGR  
VNAGDQPGADLGPLITPQAK 
VPGATMLLAK 
VPGATMLLAK ox 
VQANMGAK ox 
WIDIHNPATNEVVGR 
WLPELVER 
YQQLIKENLK 
 

gi|62647466 Mitochondrial inner membrane protein ARFYAVQK 
ATEKQHIELALER 
FVNQLKGESR 
GIEQAVQSHAVAEEEAR 
GMSISDLAGTLSTDDLNALIAHAHR ox 
GVYSEETLR 
IAGAGLLFVGGGIGGTILYAK 
KAHQLWLSVEALK 
LLSYASYCIEHGDLELAAK 
LSEQELEFHRR 
MKTIIEDAK ox 
QAAAHTDHLRDVLK 
QHIELALER 
RVAQDWLK 
SLEDALNQTATVTR 
SQEQMDNFTLDINTAYAR 
SQEQMDNFTLDINTAYAR ox 
TSSAEMPTIPLGSAVEAIR 
TSSAEMPTIPLGSAVEAIR ox 
TVEGALKER 
VSCSDNEFTQALTAAIPPESLTR 
VVSQYHELVVQAR 
WDSHFRESVEK 
 

gi|34877665 NADH dehydrogenase (Ubiquinone) 1 alpha subcomplex 10 EVLNYTTVPVYLPEITIGAHQGSR 
FYDNPKSNDGNSYR 
IYDSFRELPGR 
KLHEYSR 
LLQYSDALEHLLSTGQGVVLER 
LQSWLYASR 
LRYGLLASILGDK 



LTLPEYLPPHAVIYIDVPVSEIQSR 
QCVDHYNEIKR 
QDDRTFHNLR 
SIYSDFVFLEAMYNQGFIR ox 
SNDGNSYRLQSWLYASR 
VITVDGNICSGK 
VTSAYLQDIEDAYKK 
VVEDIEYLNYNKGPWLK 
YAPGYNADVGDKWIWLK 
 

gi|27684065 NADH-ubiquinone oxidoreductase 75kDa subunit,mitochondrial 
precursor 

ALSEIAGITLPYDTLDQVR 
DDGAAILAAVSSIAQK 
DFYMTDSISR 
DFYMTDSISR ox 
FEAPLFNAR 
FEAPLFNARIR 
GLLTYTSWEDALSR 
IASQVAALDLGYKPGVEAIR 
IASQVAALDLGYKPGVEAIRK 
ILQDIASGNHEFSK 
KPMVVLGSSALQR 
KPMVVLGSSALQR ox 
KSWLHNDLK 
LGEVSPNLVR 
LLFLLGADGGCITR 
NRLGEVSPNLVR 
SATYVNTEGR 
SNYLLNTTIAGVEEADVVLLVGTNPR 
SWLHNDLK 
VAGMLQSFEGK 
VAGMLQSFEGK ox 
VALIGSPVDLTYR 
VALIGSPVDLTYRYDHLGDSPK 
VAVTPPGLAR 
VAVTPPGLAREDWK 
YDHLGDSPK 
 

gi|21704020 NADH-ubiquinone oxidoreductase 75kDa 
subunit,mitochondrial[Precursor] 

ALSEIAGITLPYDTLDQVR 
AVEDKNIGPLVK 
FASEIAGVDDLGTTGR 
FAYDGLKR 
FEAPLFNAR 
GLLTYTSWEDALSR 
IASQVAALDLGYKPGVEAIR 
IASQVAALDLGYKPGVEAIRK 
KPMVVLGSSALQR ox 
KTESIDVMDAVGSNIVVSTR ox 
MHEDINEEWISDKTR ox 
QRLTEPMVR ox 
SATYVNTEGR 
VAVTPPGLAR 
VAVTPPGLAREDWK 
 

gi|128867 NADH-ubiquinone oxidoreductase24kDa 
subunit,mitochondrial[Precursor][Fragment] 

AAAVLPVLDLAQR 
DIEEIIDELR 
DSDSILETLQRK 
DTPENNPDTPFDFTPENYER 
QNGWLPISAMNK ox 
VAEVLQVPPMR 
VAEVLQVPPMR ox 
VYEVATFYTMYNR 
VYEVATFYTMYNR ox 
YHIQVCTTTPCMLR 
YHIQVCTTTPCMLR ox 
 

gi|266504 NADP-dependent malic enzyme AECSAEECYKVTK 
AIFASGSPFDPVTLPDGR 
AIVVTDGER 
DLAFTLEER 
DPHLNKDLAFTLEER 
GPEYDAFLDEFMEAASSK ox 
GRASLTEEK 
GYLLTRDPHLNK 
HINDSVFLTTAEVISQQVSDK 
HLEEGRLYPPLNTIR 
ILGLGDLGCNGMGIPVGK ox 
LFYSVLMSNVEK 
LFYSVLMSNVEK ox 
LYPPLNTIR 
LYPPLNTIRDVSLK 
MATVYPEPQNK ox 
QKIWLVDSK 
TLFPGQGNNSYVFPGVALGVVACGLR 
VRGPEYDAFLDEFMEAASSK ox 
YCTFNDDIQGTASVAVAGLLAALR 
YLLLMDLQDR 
YLLLMDLQDR ox 
YLLLMDLQDRNEK ox 
 

gi|6831527 NG,NG-dimethylarginine dimethylaminohydrolase 1 AERQHQLYVGVLGSK 
ATHAVVRAPPESLCR 
EFFVGLSK 
EFFVGLSKR 



GAEILADTFK 
GAEILADTFKDYAVSTVPVADSLHLK 
GHVLLHRTPEEYPESAK 
IMQQMSDHRYDK ox ox 
LKDHLLIPVSNSEMEK ox 
LQLNIVEMKDENATLDGGDVLFTGR 
LQLNIVEMKDENATLDGGDVLFTGR ox 
QHQLYVGVLGSK 
RSQGEEVDFAR 
SFCSMAGPNLIAIGSSESAQK 
SFCSMAGPNLIAIGSSESAQK ox 
SQGEEVDFAR 
SQGEEVDFARAER 
TPEEYPESAK 
TPEEYPESAKVYEK 
VDGLLTCCSVFINKK 
 

gi|1711569 N-hydroxyarylamine sulfotransferase (HAST-I) AGTTWTQEIVDMIQNDGDVQK ox 
DCLVSYYYFSR 
DISEEVLNKIIYHTSFDVMK 
DISEEVLNKIIYHTSFDVMK ox 
DLHLGEQDLQPETR 
ENPMANYTTLPSSIMDHSISPFMR ox ox 
ENPMANYTTLPSSIMDHSISPFMR ox ox 
EVNGILMSK 
FLEKDISEEVLNK 
GWWDVKDQHR 
HPFIEWTLPSPLNSGLDLANK 
IIYHTSFDVMK 
IIYHTSFDVMK ox 
ILYLFYEDMK 
ILYLFYEDMK ox 
ILYLFYEDMKEDPK ox 
IWNFQAKPDDLLIATYAK 
KGMPGDWK ox 
KMAGSNITFR 
KMAGSNITFR ox 
MAGSNITFR 
MAGSNITFRTEI 
MKDLHLGEQDLQPETR 
MKDLHLGEQDLQPETR ox 
MLPDPGTLGEYIEQFK 
MLPDPGTLGEYIEQFK ox 
NAKDCLVSYYYFSR 
NYFTVAQSEDFDEDYR 
NYFTVAQSEDFDEDYRR 
THLPVHMLPPSFWK 
THLPVHMLPPSFWK ox 
VLWGSWYDHVK 
 

gi|34859276 Nicotinate-nucleotide pyrophosphorylase [carboxylating] CSGIASAAATAVEVATSTGWAGHVAGTR  
CSGIASAAATAVEVATSTGWAGHVAGTRK  
EALQAAEAGADLVMLDNFKPEELHPTAATLK ox 
GPAHHLLLGER 
KTTPGFR 
LYAEGDIPVPHAR 
QAAGFPLKVEVECSSLK  
SPGVLAGRPFFDAIFTQLNCQVSWLLPEGSK  
VAEVRGPAHHLLLGER 
VALNTLAR 
YDLGGLVMVK ox 
YGLLVGGAECHR  
YGLLVGGAECHRYDLGGLVMVK  ox 
 

gi|34868007 Nit protein 2 AGTEETILYSDIDLK 
AGTEETILYSDIDLKK 
ARAVDNQVYVATASPAR 
ASYVAWGHSTVVDPWGQVLTK 
AVDNQVYVATASPAR 
AVDNQVYVATASPARDEK 
DEKASYVAWGHSTVVDPWGQVLTK 
ENSIYLIGGSIPEEDDGKLYNTCAVFGPDGNLLVK 
FAELAQIYAR 
FAELAQIYARR 
GCQLLVYPGAFNMTTGPAHWELLQR 
GCQLLVYPGAFNMTTGPAHWELLQR ox 
IHLFDIDVPGK 
IHLFDIDVPGKITFQESK 
KIHLFDIDVPGK 
LALIQLQVSSIK 
LALIQLQVSSIKSDNITR 
LSEIRQQIPILK 
QGANIVSLPECFNSPYGTNYFPEYAEK 
RADLYSVESK 
RGCQLLVYPGAFNMTTGPAHWELLQR ox 
TLSPGDSFSTFDTPYCR 
VGLGICYDMR 
VGLGICYDMR ox 
 

gi|51702765 Nitrilase homolog1 AIESQCYVIAAAQCGR 
ARAIESQCYVIAAAQCGR 
ECGIWLSLGGFHER 
ESNYTMPGYALEPPVK ox 



ESNYTMPGYALEPPVKTPAGK 
ESNYTMPGYALEPPVKTPAGK ox 
GQDWEQTQK 
GSVVASYRK 
IDLHFLQQMR 
IDLHFLQQMR ox 
KTHLCDVEIPGQGPMR 
KTHLCDVEIPGQGPMR ox 
LAQAGAEILTYPSAFGSVTGPAHWEVLLR 
LGACLAFLPEAFDFIAR 
NPAETLLLSEPLDGDLLGQYSQLAR 
QHLPVFQHR 
THLCDVEIPGQGPMR 
THLCDVEIPGQGPMR ox 
VGLAICYDMR 
VGLAICYDMR ox 
VGLAICYDMRFPELSLK 
VGLAICYDMRFPELSLK ox 
 

gi|41017427 NSFL1cofactorp47 ASSSILINEAEPTTNIQIR 
DLIHDQDEEEEEEEGQR 
EANLLNAVIVQR 
EFVAVTGAEEDR 
EFVAVTGAEEDRAR 
GAFKAFTGEGQK 
GAKEHGAVAVER 
GEVPAELRR 
GTAPSDNRVTSFR 
LAHGGQVNLDMEDHRDEDFVKPK 
LAHGGQVNLDMEDHRDEDFVKPK ox 
LGAAPEEESAYVAGER 
LGAAPEEESAYVAGERR 
LGSTAPQVLNTSSPAQQAENEAK 
LVQKFNHSHR 
SGQQIVGPPR 
SPGETSKPRPFAGGGYR 
SPNELVDDLFK 
SPNELVDDLFKGAK 
SYQDPSNAQFLESIR 
SYQDPSNAQFLESIRR 
TGFSLDNGDLR 
 

gi|462690 Nucleoside diphosphate kinase A DRPFFSGLVK 
EHYIDLKDRPFFSGLVK 
FIQASEDLLKEHYIDLK 
GDFCIQVGR 
GLVGEIIKR 
TFIAIKPDGVQR 
TGRVMLGETNPADSKPGTIR ox 
VMLGETNPADSKPGTIR 
VMLGETNPADSKPGTIR ox 
VMLGETNPADSKPGTIRGDFCIQVGR ox 
YMHSGPVVAMVWEGLNVVK ox 
YMHSGPVVAMVWEGLNVVK ox ox 
 

gi|127984 Nucleoside diphosphate kinase B ASEEHLKQHYIDLK 
DRPFFPGLVK 
EIGLWFKPEELIDYK 
GDFCIQVGR  
GLVGEIIK 
GLVGEIIKR 
NIIHGSDSVESAEK 
NIIHGSDSVESAEKEIGLWFKPEELIDYK 
QHYIDLK 
QHYIDLKDRPFFPGLVK 
SCAHDWVYE  
TFIAIKPDGVQR 
VMLGETNPADSKPGTIR 
VMLGETNPADSKPGTIR ox 
YMNSGPVVAMVWEGLNVVK ox 
YMNSGPVVAMVWEGLNVVK ox ox 
 

gi|129019 Ornithine aminotransferase mitochondrial precursor AFYNNVLGEYEEYITK 
DNGLLAKPTHGDIIR 
ELMKLPSDVVTAVR ox 
GIYMWDVEGR 
GKGIYMWDVEGR ox 
GKGLLNAIVIR 
GLLNAIVIR 
HQVLFIADEIQTGLAR 
IAIAALEVLEEEHLAENADK 
IVFAVGNFWGR 
KTEQGPPSSEYIFER 
LAPPLVIKEDEIR 
LPSDVVTAVR 
LPSDVVTAVRGK 
LRDNGLLAKPTHGDIIR 
QYFDFLSAYGAVSQGHCHPK 
TEQGPPSSEYIFER 
VLPMNTGVEAGETACK ox 
WLAVDHENVRPDIVLLGK 
 

gi|129279 Ornithine carbamoyltransferase, mitochondrial [Precursor] FGMHLQAATPK 



FGMHLQAATPK ox 
GEYLPLLQGK 
GLTLSWIGDGNNILHSIMMSAAK 
GLTLSWIGDGNNILHSIMMSAAK ox 
GYEPDPNIVK 
GYEPDPNIVKLAEQYAK 
KPEEVDDEVFYSPR 
LAEQYAKENGTR 
LQAFQGYQVTMK 
LQAFQGYQVTMK ox 
LSMTNDPLEAAR 
LSMTNDPLEAAR ox 
LSTETGFALLGGHPSFLTTQDIHLGVNESLTDTAR 
NFTGEEIQYMLWLSADLKFR 
QKGEYLPLLQGK 
RLQAFQGYQVTMK 
SLGMIFEKR 
SLGMIFEKR ox 
SLVFPEAENR 
SLVFPEAENRK 
VAASDWTFLHCLPR  
VLSSMTDAVLAR 
VLSSMTDAVLAR ox 
VYKQSDLDILAK 
 

gi|19353187 Otc protein FGMHLQAATPK 
FGMHLQAATPK ox 
GEYLPLLQGK 
GYEPDPNIVK 
GYEPDPNIVKLAEQYAK 
KPEEVDDEVFYSPR 
KWTIMVSLR ox 
LAEQYAKENGTK 
LQAFQGYQVTMK 
LQAFQGYQVTMKTAK ox 
LSMTNDPLEAAR 
NFTGEEIQYMLWLSADLK ox 
RLQAFQGYQVTMK ox 
SLGMIFEK ox 
SLGMIFEKR 
SLGMIFEKR ox 
SLVFPEAENR 
SLVFPEAENRK 
VAASDWTFLHCLPR 
VLSSMTDAVLAR 
VLSSMTDAVLAR ox 
 

gi|37722161 P55 EGYAWAEDKEHCEEYGR  
EHCEEYGR  
GGGVGGFLPAMK 
GGGVGGFLPAMK ox 
GLGHQVATDALVAMEK 
GLGHQVATDALVAMEK ox 
GMAAAGNYAWVNR 
GQVCVMIHSGSR  
IASPEGQDYLK 
INKNCWR  
LMFEELR 
LMFEELR ox 
LRPIAVIKG 
MLQADPNKVSPR 
MLQADPNKVSPR ox 
NLDFQDVLDKLADMGIAIR 
NYNDELQFLDK 
NYNDELQFLDKINK 
QIGNVAALPGIVHR 
SSMTFLTR 
SSMTFLTR ox 
VEQHVVDGKER 
VFNTTPDDLDLHVIYDVSHNIAK 
 

gi|9910482 PCTP-like protein ACIKYPEWK 
AGVSVWVQAVEMDR 
AGVSVWVQAVEMDR ox 
AGVSVWVQAVEMDRTLHK ox 
AVSIQTGYLIQSTGPK 
CPKPLKNR 
ESVQVPDDQDFR 
ESVQVPDDQDFRSFR 
KWDSNVIETFDIAR 
LTVNADVGYYSWR 
LTVNADVGYYSWRCPKPLK 
MECCDVPAETLYDVLHDIEYR 
MECCDVPAETLYDVLHDIEYR ox 
NRDVITLR 
SCVITYLAQVDPK 
SCVITYLAQVDPKGSLPK 
SECEAEVGWNLTYSK 
SWLPMGADYIIMNYSVK ox 
SWLPMGADYIIMNYSVKHPK ox ox 
 

gi|45477002 Peptide methionine sulfoxide reductase EGQVFYYAEDYHQQYLSK 
GVYSTQVGFAGGYTR 



HGFGPITTDIR 
NPDGYCGLGGTGVSCPTAIK 
NPDGYCGLGGTGVSCPTAIKK 
NPTYKEVCSEK 
QGNDCGTQYR 
SAVYPTSAVQMEAALK 
SAVYPTSAVQMEAALK ox 
VFWENHDPTQGMR ox 
VISAEEALPGR 
VISAEEALPGRTESIPVAAK 
VVYRPEHVSFEELLK 
 

gi|118107 Peptidyl-prolyl cis-trans isomerase A ALSTGEKGFGYK 
EGMSIVEAMER ox 
EGMSIVEAMER ox ox 
FEDENFILK 
GFGYKGSSFHR 
HTGPGILSMANAGPNTNGSQFFICTAK ox 
IIPGFMCQGGDFTR 
IIPGFMCQGGDFTR ox 
IIPGFMCQGGDFTRHNGTGGK ox 
KITISDCGQL 
SIYGEKFEDENFILK 
TEWLDGKHVVFGK 
VCFELFADKVPK 
VKEGMSIVEAMER ox 
VKEGMSIVEAMER ox ox 
VNPTVFFDITADGEPLGR 
 

gi|2143900 Peptidyl-prolyl cis-trans isomerase B [Precursor] DFMIQGGDFTR ox 
DKPLKDVIIVDCGK  
DTNGSQFFITTVK 
FPDENFK 
FPDENFKLK 
HYGPGWVSMANAGK ox 
IEVEKPFAIAKE 
SIYGERFPDENFK 
TSWLDGKHVVFGK 
TVDNFVALATGEK 
TVDNFVALATGEKGFGYK 
VIKDFMIQGGDFTR 
VLEGMDVVR 
VLEGMDVVR ox 
VLEGMDVVRK ox 
VTFGLFGK 
VYFDFQIGDEPVGR 
 

gi|11968132 Perioredoxin 3 DYGVLLESAGIALR 
EYFEKVHQ 
GLFIIDPNGVIK 
GLFIIDPNGVIKHLSVNDLPVGR 
GTAVVNGEFKELSLDDFK 
HLSVNDLPVGR 
KNGGLGHMNITLLSDLTK 
KNGGLGHMNITLLSDLTK ox 
NGGLGHMNITLLSDLTK ox 
QISRDYGVLLESAGIALR 
 

gi|2499469 Peroxiredoxin 2 EGGLGPLNIPLLADVTK 
GLFIIDAKGVLR 
GVLRQITVNDLPVGR 
KEGGLGPLNIPLLADVTK 
LGCEVLGVSVDSQFTHLAWINTPR 
NDEGIAYR 
QITVNDLPVGR 
SLSQNYGVLK 
SLSQNYGVLKNDEGIAYR 
 

gi|16758274 Peroxiredoxin 4 DYGVYLEDSGHTLR 
ELKLTDYR 
ENECHFYAGGQVYPGEVSR 
GLFIIDDKGVLR 
ISKPAPYWEGTAVINGEFK 
ISKPAPYWEGTAVINGEFKELK 
LVQAFQYTDK 
QGGLGPIRIPLLSDLNHQISK 
QITLNDLPVGR 
SINTEVVACSVDSQFTHLAWINTPR 
TRENECHFYAGGQVYPGEVSR 
VSVADHSLHLSK 
 

gi|7948999 Peroxiredoxin 4 DYGVYLEDSGHTLR 
ELKLTDYR 
GLFIIDDKGVLR 
QITLNDLPVGR 
TESLQGLESDER 
VSVADHSLHLSK 
 

gi|20138819 Peroxiredoxin 5 AHQAEGKVQLLADPTGAFGK 
ALNVEPDGTGLTCSLAPNILSQL 
ETDLLLDDSLVSLFGNR 
ETDLLLDDSLVSLFGNRR 
FCVLGSIAGSVLR 



FSMVIDKGVVK 
FSMVIDKGVVK ox 
GVLFGVPGAFTPGCSK 
KGVLFGVPGAFTPGCSK 
KVNLAELFK 
RFSMVIDK 
THLPGFVEQAGALK 
THLPGFVEQAGALKAK 
VGDTIPSVEVFEGEPGK 
VGDTIPSVEVFEGEPGKK 
VNLAELFKDK 
VQLLADPTGAFGK 
 

gi|5902791 Peroxiredoxin 6 DFTPVCTTELGR 
DINAYNGAAPTEK 
DLAILLGMLDPAEKDEK ox 
FHDFLGDSWGILFSHPR 
GESVMVLPTLPEEEAKQLFPK ox 
GVFTKELPSGK 
KGESVMVLPTLPEEEAK ox 
LAPEFAKR 
LIALSIDSVEDHFAWSK 
LIALSIDSVEDHFAWSKDINAYNGAAPTEK 
LKLSILYPATTGR 
LSILYPATTGR 
LSILYPATTGRNFDEILR 
NVKLIALSIDSVEDHFAWSK 
PGGLLLGDEAPNFEANTTIGHIR 
VVDSLQLTASNPVATPVDWK 
VVDSLQLTASNPVATPVDWKK 
VVFIFGPDK 
VVFIFGPDKK 
YLRYTPQP 
 

gi|2499470 Peroxiredoxin1 ADEGISFR 
ATAVMPDGQFK 
ATAVMPDGQFK ox 
ATAVMPDGQFKDISLSDYK 
ATAVMPDGQFKDISLSDYK ox 
GLFIIDDK 
GLFIIDDKGILR 
HGEVCPAGWKPGSDTIKPDVNK  
IGHPAPSFK 
KQGGLGPMNIPLVSDPK 
KQGGLGPMNIPLVSDPK ox 
LNCQVIGASVDSHFCHLAWINTPK   
LNCQVIGASVDSHFCHLAWINTPKK   
LVQAFQFTDK 
QGGLGPMNIPLVSDPKR 
QGGLGPMNIPLVSDPKR ox 
QITINDLPVGR 
RTIAQDYGVLK 
SKEYFSK 
SVDEILR 
TIAQDYGVLK 
TIAQDYGVLKADEGISFR 
 

gi|129975 Phenylalanine-4-hydroxylase DFLGGLAFR 
ILADSINSEVGILCNALQK 
KQFADIAYNYR 
LFEENDINLTHIESRPSR 
LRPVAGLLSSR 
LRPVAGLLSSRDFLGGLAFR 
NTVPWFPR 
QFADIAYNYR 
SLRNDIGATVHELSR 
TFAATIPRPFSVR 
THACYEHNHIFPLLEK 
VEYTEEEKQTWGTVFR 
VFHCTQYIR 
 

gi|400734 Phosphatidylethanolamine-binding protein EWHHFLVVNMK 
EWHHFLVVNMK ox 
FREWHHFLVVNMK 
FREWHHFLVVNMK ox 
GNDISSGTVLSEYVGSGPPK 
GNDISSGTVLSEYVGSGPPKDTGLHR 
KYHLGAPVAGTCFQAEWDDSVPK 
LYTLVLTDPDAPSR 
VDYGGVTVDELGK 
VLTPTQVMNRPSSISWDGLDPGK 
VLTPTQVMNRPSSISWDGLDPGK ox 
YHLGAPVAGTCFQAEWDDSVPK 
YHLGAPVAGTCFQAEWDDSVPKLHDQLAGK 
YVWLVYEQEQPLNCDEPILSNK 
 

gi|130757 Phosphoenolpyruvatecarboxykinase,cytosolic[GTP] AINPENGFFGVAPGTSVK 
EIISFGSGYGGNSLLGK 
FLWPGFGENSR 
GLGDVNVEELFGISK 
IFHVNWFR 
IFHVNWFRK 
IGIELTDSPYVVASMR 



IGIELTDSPYVVASMR ox 
KYDNCWLALTDPR 
LLAHMQEEGVIR 
LLAHMQEEGVIR ox 
LLAHMQEEGVIRK 
LLAHMQEEGVIRK ox 
LTPIGYVPKEDALNLK 
MGTSVLEALGDGEFIK ox 
NKEWRPQDEEPCAHPNSR 
PPQLHNGLDFSAK 
TMYVIPFSMGPLGSPLAK ox ox 
TNLAMMNPTLPGWK ox ox 
TVIITQEQR 
TVIITQEQRDTVPIPK 
VIQGSLDSLPQEVR 
VIQGSLDSLPQEVRK 
VLEWMFGR 
VLEWMFGR ox 
VLEWMFGRIEGEDSAK 
VLEWMFGRIEGEDSAK ox 
WMSEEDFEK ox 
YLAAAFPSACGK 
 

gi|730311 Phosphoglucomutase ADNFEYSDPVDGSISKNQGLR 
DLEALMLDR 
DLEALMLDR ox 
IDAMHGVVGPYVK ox 
IDAMHGVVGPYVKK 
IDAMHGVVGPYVKK ox 
IRIDAMHGVVGPYVK ox 
LIFADGSRIIFR 
LYIDSYEKDAAK 
NIFDFNALKELLSGPNR 
SGEHDFGAAFDGDGDRNMILGK ox 
SMPTSGALDRVANATK 
SMPTSGALDRVANATK ox 
TGRTAPTVIT 
VSQLQERTGR 
 

gi|129906 Phosphoglycerate kinase, testis specific AEPAKIDAFR 
AHSSMVGVNLPQK 
ALESPERPFLAILGGAK 
DCVGSEVENACANPAAGTVILLENLR   
ELNYFAK 
FHVEEEGKGK 
GCITIIGGGDTATCCAK    
LGDVYVNDAFGTAHR 
QIVWNGPVGVFEWEAFAR 
SLLGKDVLFLK 
VDFNVPMKNNQITNNQR 
VDFNVPMKNNQITNNQR ox 
VLNNMEIGTSLYDEEGAK 
VLNNMEIGTSLYDEEGAK ox 
WNTEDKVSHVSTGGGASLELLEGK 
 

gi|38566176 Phosphoglycerate mutase 1 ALPFWNEEIVPQIK 
AMEAVAAQGK 
DAGYEFDICFTSVQK 
DAGYEFDICFTSVQKR 
FSGWYDADLSPAGHEEAK 
FSGWYDADLSPAGHEEAKR 
HGEAQVKIWR 
HGESAWNLENR 
HYGGLTGLNK 
HYGGLTGLNKAETAAK 
LNERHYGGLTGLNK 
NLKPIKPMQFLGDEETVR ox 
RVLIAAHGNSLR 
SYDVPPPPMEPDHPFYSNISK 
SYDVPPPPMEPDHPFYSNISK ox 
TLWTVLDAIDQMWLLVVR 
TLWTVLDAIDQMWLLVVR ox 
TWRLNER 
VLIAAHGNSLR 
VLIAAHGNSLRGIVK 
YADLTEDQLPSCESLKDTIAR 
 

gi|206589 Plasmaretinol-bindingprotein[Precursor] DPNGLTPETR 
DPNGLTPETRR 
FSGLWYAIAK 
LQNLDGTCADSYSFVFSR 
MKYWGVASFLQR ox 
QRQEELCLER 
WIEHNGYCQSRPSR 
YWGVASFLQR 
 

gi|5453854 Poly(rC)-binding protein 1 AITIAGVPQSVTECVK  
ESTGAQVQVAGDMLPNSTER 
ESTGAQVQVAGDMLPNSTER ox 
IANPVEGSSGR 
IITLTGPTNAIFK 
INISEGNCPER  
IREESGAR 



LLMHGKEVGSIIGK 
LLMHGKEVGSIIGK ox 
LVVPATQCGSLIGK  
LVVPATQCGSLIGKGGCK   
QGANINEIR 
QGANINEIRQMSGAQIK ox 
QICLVMLETLSQSPQGR  
QICLVMLETLSQSPQGR  ox 
QQSHFAMMHGGTGFAGIDSSSPEVK ox 
QQSHFAMMHGGTGFAGIDSSSPEVK ox ox 
QVTITGSAASISLAQYLINAR 
VMTIPYQPMPASSPVICAGGQDR ox  
VMTIPYQPMPASSPVICAGGQDR ox ox  
 

gi|31560656 Polyadenylate-binding protein 1 FSPAGPILSIR 
GFGFVSFERHEDAQK 
GYGFVHFETQEAAER 
IVATKPLYVALAQR 
LFPLIQAMHPSLAGK ox 
QAHLTNQYMQR ox 
SKVDEAVAVLQAHQAK 
SLGYAYVNFQQPADAER 
YQGVNLYVK 
 

gi|51702769 Profilin-1 (Profilin I) TKSTGGAPTFNVTVTMTAK ox 
TFVSITPAEVGVLVGKDR 
STGGAPTFNVTVTMTAK ox 
STGGAPTFNVTVTMTAK 
SSFFVNGLTLGGQK 
EGVHGGLINKK 
DSLLQDGEFTMDLR ox 
DSLLQDGEFTMDLR 
CYEMASHLRR  ox 
CYEMASHLRR  
CYEMASHLR  ox 
CYEMASHLR  
CSVIRDSLLQDGEFTMDLR  ox 
CSVIRDSLLQDGEFTMDLR  
 

gi|130020 Prohibitin AAELIANSLATAGDGLIELR 
AAIISAEGDSKAAELIANSLATAGDGLIELR 
AATFGLILDDVSLTHLTFGK 
AVIFDRFR 
DLQNVNITLR 
FDAGELITQR 
FDAGELITQRELVSR 
FGLALAVAGGVVNSALYNVDAGHR 
FVVEKAEQQK 
GVQDIVVGEGTHFLIPWVQKPIIFDCR 
ILFRPVASQLPR 
IYTSIGEDYDER 
IYTSIGEDYDERVLPSITTEILK 
KLEAAEDIAYQLSR 
NITYLPAGQSVLLQLPQ 
NVPVITGSKDLQNVNITLR 
QVAQQEAER 
QVAQQEAERAR 
QVSDDLTER 
SRNITYLPAGQSVLLQLPQ 
SVVARFDAGELITQR 
VFESIGKFGLALAVAGGVVNSALYNVDAGHR 
VLPSITTEILK 
VLPSITTEILKSVVAR 
 

gi|15667251 Propionyl CoA-carboxylase alpha-subunit EIGYPVMIKASAGGGGK 
FLSDVYPDGFK 
FMLEKVPK ox 
FSSQEAASSFGDDR 
FSSQEAASSFGDDRLLIEK 
GDISAKFLSDVYPDGFK 
GVTHNIPLLR 
HGNALWLNER 
HKQEDIPISGWAVECR 
IAWDDEETR 
IAWDDEETRDGFR 
LAAELNKFMLEK ox 
LSQYQEPIHLPGVR 
MEDALDNYVIR ox 
NFYFLEMNTR 
NFYFLEMNTR ox 
SFGLPSIGR 
TVAIHSDVDASSVHVK 
VNTIPGFDGVVKDADEAVR 
VPVIRPDVAK 
VVEEAPSIFLDPETR 
VYAEDPYK 
VYAEDPYKSFGLPSIGR 
YSSAGTVEFLVDSQK 
 

gi|92654 Propionyl-CoA carboxylase alpha chain, mitochondrial [Precursor] 
[Fragment] 

CLAAEDVTFIGPDTHAIQAMGDKIESK ox 
ECSIQRR 
EIGYPVMIK ox 
FLSDVYPDGFK 



FSSQEAASSFGDDR 
FSSQEAASSFGDDRLLIEK 
GVTHNIPLLR 
GVTHNIPLLREVIINTR 
HGNALWLNER 
HIEIQVLGDK 
HIEIQVLGDKHGNALWLNER 
HKQEDIPISGWAVECR 
ILIANRGEIACR 
LAAELNKFMLEK ox 
LSQYQEPIHLPGVR 
MADEAVCVGPAPTSK 
MADEAVCVGPAPTSK ox 
MEDALDSYVIR 
MEDALDSYVIR ox 
NFYFLEMNTR 
NFYFLEMNTR ox 
RAMGEQAVALAK ox 
RMEDALDSYVIR ox 
SFGLPSIGR 
TFDKILIANR 
TGAQAVHPGYGFLSENKEFAK 
TVAIHSDVDASSVHVK 
VPVIRPDVAK 
VPVIRPDVAKWELSVK 
VVEEAPSIFLDPETR 
VYAEDPYK 
YSSAGTVEFLVDSQK 
 

gi|8394088 Proteasome (prosome, macropain) 28subunit, alpha AAKQPHVGDYR 
APLDIPVPDPVKEK 
GPPCGPVNCNEK 
ISELDAFLKEPALNEANLSNLK 
LEGFQTQISK 
NAYAVLYDIILK 
NAYAVLYDIILKNFEK 
QLVHELDEAEYQEIR 
QPHVGDYR 
TENLLGSYFPK 
VDVFREDLCSK 
VFELMTSLHTK 
VFELMTSLHTK ox 
VFELMTSLHTKLEGFQTQISK ox 
YFSERGDAVAK 
 

gi|8394063 Proteasome (prosome, macropain) subunit, alpha type2 AANGVVLATEK 
AANGVVLATEKK 
GYSFSLTTFSPSGK 
HIGLVYSGMGPDYR 
HIGLVYSGMGPDYR ox 
KLAQQYYLVYQEPIPTAQLVQR 
LAQQYYLVYQEPIPTAQLVQR 
LTPTEVRDYLAAIA 
LVQIEYALAAVAGGAPSVGIK 
RLTPTEVR 
SVHKVEPITK 
YNEDLELEDAIHTAILTLK 
 

gi|16758298 Proteasome (Prosome, macropain) subunit, beta type,7 AAVSVFQAPVGGFSFDNCRR 
DGIVLGADTR 
FRPDMEEEEAK 
FRPDMEEEEAK ox 
FRPDMEEEEAKK 
FRPDMEEEEAKK ox 
LDFLRPYSVPNK 
LDFLRPYSVPNKK 
LVSEAIAAGIFNDLGSGSNIDLCVISK 
MLKQMLFR ox ox 
SKLDFLRPYSVPNK 
 

gi|15100181 Proteasome (prosome,macropain) 26S subunit, ATPase 2 ACLIFFDEIDAIGGAR 
ALDEGDIALLK 
DFLEAVNKVIK 
DIRFELLAR 
EVVETPLLHPER 
FVNLGIEPPKGVLLFGPPGTGK 
FVVDLSDQVAPTDIEEGMR 
FVVDLSDQVAPTDIEEGMR ox 
IATEKDFLEAVNK 
IINADSEDPKYIINVK 
KACLIFFDEIDAIGGAR 
KIEFSLPDLEGR 
LCPNSTGAEIR 
LREVVETPLLHPER 
NKYQIHIPLPPK 
PDYLGADQR 
PDYLGADQRK 
SVCTEAGMFAIR 
SVCTEAGMFAIR ox 
THIFKIHAR 
TMLELINQLDGFDPR 
TMLELINQLDGFDPR ox 
TYGQSTYSR 



 
gi|12229884 Proteasome 26 Sproteasome non-ATPase regulatory subunit 9 AAAVSDIQELMR 

AAAVSDIQELMR ox 
ADVDLYQVR 
ALMKQVEEALHQLHAR ox 
GIGMNEPLVDCEGYPR ox  
GIGMNEPLVDCEGYPRADVDLYQVR ox  
HNIICLQNDHK  
HNIICLQNDHKALMK  ox 
HRAESSEAR 
LASDSPALPK 
LASDSPALPKAFAR 
LTPTRWAGK 
QVEEALHQLHAR 
RLASDSPALPK 
 

gi|5729991 Proteasome 26S ATPase subunit 4 isoform1 ADTLDPALLRPGR 
ADTLDPALLRPGRLDR 
AVAHHTTAAFIR 
EAVELPLTHFELYK 
EFLHAQEEVKR 
ENAPAIIFIDEIDAIATK 
ENAPAIIFIDEIDAIATKR 
FDAQTGADREVQR 
GVLMYGPPGCGK ox 
IEFPLPDRR 
ILLELLNQMDGFDQNVNVK 
ILSTIDRELLKPNASVALHK 
ISGADINSICQESGMLAVR 
ISGADINSICQESGMLAVR ox 
KDEQEHEFYK 
KIEFPLPDR 
LAKENAPAIIFIDEIDAIATK 
LIFSTITSK 
LQQELEFLEVQEEYIKDEQK 
MEEIGILVEK 
MNLSEEVDLEDYVARPDK 
MNLSEEVDLEDYVARPDK ox 
RLIFSTITSK 
VVGSEFVQK 
YIVLAKDFEK 
 

gi|34869622 Proteasome 26S protease regulatory subunit S10B ADHDFVVQEDFMK 
ADHDFVVQEDFMK ox 
ALQSVGQIVGEVLK 
AVASQLDCNFLK 
DHQPCIIFMDEIDAIGGR ox 
DHQPCIIFMDEIDAIGGRR ox 
DKALQDYR 
ELREVIELPLTNPELFQR 
EMFNYAR ox 
EVIELPLTNPELFQR 
FSEGTSADREIQR 
GCLLYGPPGTGK 
HGEIDYEAIVK 
IHIDLPNEQAR 
KIHIDLPNEQAR 
LIREMFNYAR 
LIREMFNYAR ox 
LLEHKEIDGR 
LSDGFNGADLR 
MALPGIPYER 
NVCTEAGMFAIR 
NVCTEAGMFAIR ox 
QLTEEKFIVK 
SENDLKALQSVGQIVGEVLK 
TLMELLNQMDGFDTLHR ox 
TLMELLNQMDGFDTLHR ox ox 
VALDMTTLTIMR ox 
VALDMTTLTIMR ox ox 
VGIIPPKGCLLYGPPGTGK 
VVSSSIVDKYIGESAR 
 

gi|18202600 Proteasome activator complex subunit 1 AAKQPHVGDYR 
APLDIPVPDPVKEK 
GPPCGPVNCNEK 
ISELDAFLKEPALNEANLSNLK 
LEGFQTQISK 
NAYAVLYDIILK 
NAYAVLYDIILKNFEK 
QLVHELDEAEYQEIR 
QPHVGDYR 
TENLLGSYFPK 
VDVFREDLCSK 
VFELMTSLHTK 
VFELMTSLHTK ox 
VFELMTSLHTKLEGFQTQISK ox 
YFSERGDAVAK 
 

gi|18202601 Proteasome activator complex subunit 2 AFYAELHHIISSNLEK 
AFYAELHHIISSNLEKIVNPK 
ALVHERDEAAYGALR 
ASKDTHVMDYR ox 



CGFLPGNEK 
DEAAYGALR 
DTHVMDYR 
DTHVMDYR ox 
IEDGNDFGVAIQEK 
IISLSQLLQEDSLNVADLSSLR 
KIISLSQLLQEDSLNVADLSSLR 
QNLFQEAEDFLCTFLPR 
TKVEAFQTAISK 
YFSERGDAVAK 
 

gi|130849 Proteasome subunit alpha type1 ALRETLPAEQDLTTK 
AQPSQAADEPAEKADEPMEH ox 
FVFDRPLPVSR 
HMSEFMQCNLDELVK ox ox 
IHQIEYAMEAVK 
IHQIEYAMEAVK ox 
ILHVDNHIGISIAGLTADAR 
KILHVDNHIGISIAGLTADAR 
LLCNFMR ox 
LLCNFMRQECLDSR 
LLCNFMRQECLDSR ox 
NQYDNDVTVWSPQGR 
THAVLVALKR 
TYLERHMSEFMQCNLDELVK 
 

gi|38328367 Proteasome subunit alpha type6 AINQGGLTSVAVR 
ARYEAANWK 
ATAAGVKQTESTSFLEK 
CDPAGYYCGFK 
GKDCAVIVTQK 
GSSAGFDRHITIFSPEGR 
HITIFSPEGR 
ILTEAEIDAHLVALAERD 
ITENIGCVMTGMTADSR 
ITENIGCVMTGMTADSR ox 
ITENIGCVMTGMTADSR ox ox 
LLDSSTVTHLFK 
LYQVEYAFK 
LYQVEYAFKAINQGGLTSVAVR 
QTESTSFLEK 
QTESTSFLEKK 
VPDKLLDSSTVTHLFK 
YEAANWKYK 
YGYEIPVDMLCK ox 
YGYEIPVDMLCKR 
YGYEIPVDMLCKR ox 
 

gi|3915806 Proteasome subunit beta type 4 [Precursor] VNDSTMLGASGDYADFQYLK 
VLYYRDAR 
TQNPMVTGTSVLGVK ox 
SYNRFQVATVTEK 
QPVLSQTEARELVER 
QPVLSQTEAR 
FDCGVVIAADMLGSYGSLARFR 
FDCGVVIAADMLGSYGSLAR 
EVLEKQPVLSQTEAR 
ELVERCMR ox 
CMRVLYYR 
AIHSWLTR 
 

gi|11265288 Proteasome subunit p45 (26S protease regulatory subunit 8; 
p45/SUG) 

AVAHHTDCTFIR 
EHAPSIIFMDEIDSIGSSR ox 
FVVDVDKNIDINDVTPNCR 
GVCTEAGMYALR 
GVCTEAGMYALR ox 
GVLLYGPPGTGK 
IAELMPGASGAEVKGVCTEAGMYALR ox ox 
IDILDSALLRPGRIDR 
IEFPPPNEEARLDILK 
KIEFPPPNEEAR 
LEGGSGGDSEVQR 
LLREELQLLQEQGSYVGEVVR 
RVHVTQEDFEMAVAK 
RVHVTQEDFEMAVAK ox 
TMLELLNQLDGFEATK ox 
VALRNDSYTLHK 
VIMATNRIDILDSALLRPGR ox 
 

gi|2501206 Protein disulfide isomerase A6 [Precursor][Fragment] AASALKDVVK 
ALDLFSDNAPPPELLEIINEDIAK 
ALDLFSDNAPPPELLEIINEDIAKK 
GESPVDYDGGR 
GSFSEQGINEFLR 
GSFSEQGINEFLRELSFGR 
GSTAPVGGGSFPNITPR 
IFGANKNKPEDYQGGR 
IFQKGESPVDYDGGR 
LAAVDATVNQVLASR 
MKFALLK 
NKPEDYQGGR 
NKPEDYQGGRTGEAIVDAALSALR 
NLEPEWAAAATEVKEQTK 



NSYLEVLLK 
SGGYSSGKQGR 
TCEEHQLCVVAVLPHILDTGATGR 
TGEAIVDAALSALR 
TGEAIVDAALSALRQLVK 
VGAVNADKHQSLGGQYGVQGFPTIK 
VKLAAVDATVNQVLASR 
YGIKGFPTIK 
 

gi|129731 Protein disulfide isomerase[Precursor] EADDIVNWLK 
EYTAGREADDIVNWLK 
FDEGRNNFEGEITK 
GYPTIKFFK 
HNQLPLVIEFTEQTAPK 
IFGGEIKTHILLFLPK 
IKPHLMSQELPEDWDKQPVK 
IKPHLMSQELPEDWDKQPVK ox 
ILEFFGLK 
ILEFFGLKK 
ILFIFIDSDHTDNQR 
ITQFCHHFLEGK 
LGETYKDHENIVIAK 
LITLEEEMTK 
LITLEEEMTK ox 
LKAEGSEIR 
LLDFIKHNQLPLVIEFTEQTAPK 
LSRALLCLALAWAAR 
MDSTANEVEAVKVHSFPTLK 
MDSTANEVEAVKVHSFPTLK ox 
NFEEVAFDEK 
NFEEVAFDEKK 
NGDTASPKEYTAGR 
NNFEGEITK 
NNFEGEITKEK 
QFLLAAEAVDDIPFGITSNSDVFSK 
QLAPIWDK 
SVSDYDGKLSNFK 
TGPAATTLSDTAAAESLVDSSEVTVIGFFK 
THILLFLPK 
TVIDYNGER 
VDATEESDLAQQYGVR 
VHSFPTLK 
YKPESDELTAEK 
YKPESDELTAEKITQFCHHFLEGK 
YQLDKDGVVLFK 
 

gi|1352384 Protein disulfide-isomerase A3 [Precursor] DGEEAGAYDGPR 
DLFSDGHSEFLK 
DLLTAYYDVDYEK 
DLLTAYYDVDYEKNTK 
EATNPPIIQEEKPK 
EATNPPIIQEEKPKK 
ELNDFISYLQR 
EYDDNGEGITIFRPLHLANK 
EYDDNGEGITIFRPLHLANKFEDK 
FAHTNVESLVK 
FIQESIFGLCPHMTEDNKDLIQGK ox 
FISDKDASVVGFFR 
FLQEYFDGNLK 
FLQEYFDGNLKR 
FVMQEEFSR 
FVMQEEFSR ox 
FVMQEEFSRDGK 
FVMQEEFSRDGK ox 
GEKFVMQEEFSR ox 
GFPTIYFSPANK 
IFRDGEEAGAYDGPR 
KTFSHELSDFGLESTTGEIPVVAIR 
LAPEYEAAATR 
LKGIVPLAK 
LNFAVASRK 
LSKDPNIVIAK 
MDATANDVPSPYEVK 
NRVMMVAK ox ox 
QAGPASVPLR 
QAGPASVPLRTEDEFK 
TADGIVSHLK 
TADGIVSHLKK 
TFLDAGHKLNFAVASR 
TFSHELSDFGLESTTGEIPVVAIR 
VDCTANTNTCNKYGVSGYPTLK 
YEGGRELNDFISYLQR 
YGVSGYPTLK 
YLKSEPIPETNEGPVK 
 

gi|298373 Pterin-4-alpha-carbinolaminedehydratase AVGWNELEGR 
AVGWNELEGRDAIFK 
DAIFKQFHFK 
DINLASFIEQVAVSMT ox 
DQLLPNLR 
LDHHPEWFNVYNK 
LSAEERDQLLPNLR 
QFHFKDFNR 



VALQAEKLDHHPEWFNVYNK 
VHITLSTHECAGLSER 
 

gi|34869683 Purine-nucleoside phopshorylase AAAQKLEQFVSILMESIPPR ox 
AFNAWKQMGEQR 
AFNAWKQMGEQR ox 
ASHQEVLEAGK 
DHINLPGFCGQNPLR 
DHINLPGFCGQNPLRGPNDER 
ELQEGTYIMSAGPTFETVAESCLLR 
ELQEGTYIMSAGPTFETVAESCLLR ox 
FEVGDIMLIR 
FHMYEGYSLSK 
FHMYEGYSLSK ox 
FPAMSDAYDRDMR 
FPAMSDAYDRDMR ox 
FPAMSDAYDRDMR ox ox 
HCGLRVFGFSLITNK 
HRPQVAVICGSGLGGLTAK 
LTQPQAFDYNEIPNFPQSTVQGHAGR 
LVFGFLNGR 
MLGADAVGMSTVPEVIVAR 
MLGADAVGMSTVPEVIVAR ox 
MLGADAVGMSTVPEVIVAR ox ox 
QKAFNAWK 
SCVMMQGR 
SCVMMQGR ox 
SHTKHRPQVAVICGSGLGGLTAK 
TAEWLRSHTK 
VFGFSLITNK 
VTFPVRVFHLLGVDTLVVTNAAGGLNPK 
VVMDYNNLEK 
 

gi|13929082 Pyridoxal kinase AEAGEGQKPSPAQLELR 
ANNVNKYDYVLTGYTR 
DKSFLGMVVDIVQELK ox 
EKVVPMADIITPNQFEAELLSGR ox 
GQVLTSQELHALYEGLK 
GSDYLMALGSQR 
GSDYLMALGSQR ox 
IHSQEEAFAVMDVLHR 
IHSQEEAFAVMDVLHR ox 
KDIEDPEIVVQATVL 
KIHSQEEAFAVMDVLHR 
KIHSQEEAFAVMDVLHR ox 
KPDGSTVTQRIR 
MGPDTVVITSSDLPSPK 
MGPDTVVITSSDLPSPK ox 
MRKPDGSTVTQR 
MRKPDGSTVTQR ox 
TVSAMQHVLQR 
TVSAMQHVLQR ox 
VLSIQSHVVR 
VVPMADIITPNQFEAELLSGR 
VVPMADIITPNQFEAELLSGR ox 
VVPMADIITPNQFEAELLSGRK ox 
WNGEGSMYVPQDLLPVYR ox 
YDYVLTGYTR 
YDYVLTGYTRDK 
 

gi|12018270 Pyridoxine-5'-phosphate oxidase DGFRFFTNYESR 
EAENYFHSRPK 
EAFEEAHLTSLDPMK ox 
ELDSNPFASLVFYWEPLNR 
FFTNYESR 
FFTNYESRK 
GKELDSNPFASLVFYWEPLNR 
GLATGDSPLGPMTHHGEEDWVYER ox 
KNEELGQLYR 
LPEKEAENYFHSRPK 
NEELGQLYR 
QSSVIPDREYLR 
QVRVEGPVK 
SSQIGAVVSR 
 

gi|1709948 Pyruvate carboxylase, mitochondrial [Precursor] AAYGGGGRGMR ox 
ADFAQACQDAGVR  
AEAEAQAEELSFPR 
ALAEFRVR 
AYPEALAAFGNGALFVEKFIEKPR 
ELIPNIPFQMLLR 
ELIPNIPFQMLLR ox 
FIGPSPEVVR 
FIGPSPEVVRK 
FLYECPWR  
GLAPVQAYLHIPDIIK 
GLAPVQAYLHIPDIIKVAK 
GTPLDTEVPLER 
HIEVQILGDQYGNILHLYER 
HQKVVEIAPATHLDPQLR 
IAEEFEVELER 
INGCAIQCR   
IVGDLAQFMVQNGLSR ox 



LFLQGPK 
LQVEHTVTEEITDVDLVHAQIHVSEGR 
NHQGLLLMDTTFRDAHQSLLATR ox 
QKADEAYLIGR 
QVFFELNGQLR 
SFQPDTGRIEVFR 
SLPDLGLR 
SLPDLGLRQENIR 
SSTAPVASPNVR 
SVVEFLQGYIGIPHGGFPEPFR 
SVVEFLQGYIGIPHGGFPEPFRSK 
TVAVYSEQDTGQMHR 
TVAVYSEQDTGQMHR ox 
VFDYSEYWEGAR 
VIAHGKDHPTAATK 
VLKDLPR 
VMVANRGEIAIR ox 
VTTEDPAR 
VVEIAPATHLDPQLR 
VVHSYEELEENYTR 
 

gi|66035 Pyruvate dehydrogenase E1 component alpha subunit,somatic 
form,mitochondrial [Precursor] 

AHGFTFTR 
AILAELTGR 
AILAELTGRR 
DRMVNSNLASVEELK 
EATKFAAAYCR 
GDFIPGLRVDGMDILCVR 
GDFIPGLRVDGMDILCVR ox 
GKGGSMHMYAK ox ox 
GPILMELQTYR 
GPILMELQTYR ox 
LEEGPPVTTVLTR 
LEEGPPVTTVLTREDGLK 
LPCIFICENNR 
MVNSNLASVEELKEIDVEVR ox 
NFYGGNGIVGAQVPLGAGIALACK 
RGDFIPGLR 
SGKGPILMELQTYR 
SGKGPILMELQTYR ox 
TREEIQEVR 
 

gi|34869518 Pyruvate dehydrogenase E1component,beta subunit DIIFAIKK 
EAINQGMDEELERDEK ox 
EGIECEVINLR 
ILEDNSIPQVK 
IMEGPAFNFLDAPAVR 
IMEGPAFNFLDAPAVR ox 
QGTHITVVAHSRPVGHCLEAAAVLSK 
TIRPMDIEAIEASVMK ox 
TIRPMDIEAIEASVMK ox ox 
TNHLVTVEGGWPQFGVGAEICAR 
VFLLGEEVAQYDGAYK 
VFLLGEEVAQYDGAYKVSR 
VTGADVPMPYAK 
VTGADVPMPYAK ox 
VVSPWNSEDAK 
VVSPWNSEDAKGLIK 
 

gi|25751614 Pyruvate kinase (EC 2.7.1.40), hepatic splice form L AAPLSRDPTEVTAIGAVEASFK 
ASDVLAVRDALGPEGQNIK 
FGVQHNVDIIFASFVR 
GDLGIEIPAEK 
GSFPVEAVMMQHAIAR ox 
GSFPVEAVMMQHAIAR ox ox 
GVFPLLYR 
GVNLPNTEVDLPGLSEQDLLDLR 
IGPEGLVTEVEHGGILGSR 
IGPEGLVTEVEHGGILGSRK 
IYIDDGLISLVVQK 
KFDEILEVSDGIMVAR 
KFDEILEVSDGIMVAR ox 
KGVNLPNTEVDLPGLSEQDLLDLR 
LNFSHGSHEYHAESIANIR 
QLFEELRR 
SAQLLSQYRPR 
STSIIATIGPASR 
TGVLQGGPESEVEIVK 
TVWVDYHNITR 
VGLAQKMMIGR ox 
VQFGIESGKLR 
 

gi|40363265 
 

Pyruvatekinase,isozymesR/L AAPLSRDPTEVTAIGAVEASFK 
AAVIAVTGSAK 
CCAAAIIVLTK 
DPTEVTAIGAVEASFK 
FGVQHNVDIIFASFVR 
GDLGIEIPAEK 
GSFPVEAVMMQHAIAR ox 
GSFPVEAVMMQHAIAR ox ox 
GVFPLLYR 
IGPEGLVTEVEHGGILGSR 
IYIDDGLISLVVQK 
KFDEILEVSDGIMVAR ox 



KGVNLPNTEVDLPGLSEQDLLDLR 
LNFSHGSHEYHAESIANIR 
QLFEELRR 
SAQLLSQYRPR 
STSIIATIGPASR 
TGVLQGGPESEVEIVK 
TVWVDYHNITR 
VQFGIESGKLR 
 

gi|809309 Retinol-binding protein I, cellular ALDVNVALR 
ALDVNVALRK 
CMTTVSWDGDKLQCVQK ox 
EFEEDLTGIDDR 
EIVQDGDHMIIR 
EIVQDGDHMIIR ox 
IANLLKPDKEIVQDGDHMIIR 
IANLLKPDKEIVQDGDHMIIR ox 
KIANLLKPDK 
MLSNENFEEYLR 
MLSNENFEEYLR ox 
NYIMDFQVGK 
NYIMDFQVGK ox 
PVDFNGYWK 
 

 
gi|31982030 

RhoGDP-dissociation inhibitor1(RhoGDI1) AEEYEFLTPMEEAPK ox 
IDKTDYMVGSYGPR 
IDKTDYMVGSYGPR ox 
LTLVCSTAPGPLELDLTGDLESFKK 
QSFVLKEGVEYR 
SIQEIQELDKDDESLR 
TDYMVGSYGPR 
TDYMVGSYGPR ox 
VAVSADPNVPNVIVTR 
VNREIVSGMK 
YIQHTYR 
YIQHTYRK 
 

gi|1709863 Ribonuclease UK114 AAGCDFTNVVK 
AAYQVAALPK 
AAYQVAALPKGSR 
APAAIGAYSQAVLVDR 
GSRIEIEAIAVQGPFTTAGL 
IEIEAIAVQGPFTTAGL 
NLGEILKAAGCDFTNVVK 
QALKNLGEILK 
TIYVSGQIGMDPSSGQLVPGGVAEEAK ox 
TTVLLADINDFGTVNEIYK 
TTVLLADINDFGTVNEIYKTYFQGNLPAR 
TYFQGNLPAR 
VISTSKAPAAIGAYSQAVLVDR 
 

gi|14277700 Ribosomal protein S12 DVIEEYFK 
ESQAKDVIEEYFK 
IDREGKPR 
KLGEWVGLCK 
KVVGCSCVVVK 
LGEWVGLCK 
LGEWVGLCKIDR 
LVEALCAEHQINLIK 
QAHLCVLASNCDEPMYVK ox 
TALIHDGLAR 
 

gi|27703664 Ribosome Similar to Ribosome binding protein1 AAGPLESSGIEEVTQLK 
AATKLQELLK 
ADAEKAQEQQQR 
AMEALALAER 
AMEALALAER ox 
AQTSHANLR 
EAEETQNSLQAECDQYR 
KPPVSVEPSLDIVSK 
LQEELEKLR 
LQQENSILR 
LQQENSILRDALNQATSQVESK 
LREAEETQNSLQAECDQYR 
LRGELESSDQVR 
MQASYQDHVKEVQQLQGK ox 
NASMVQSQEAPKQEAPAK 
QILQLQASHK 
QKLTAEFEEAQSTACR 
QLLLDSQSQLEEAKSEAQK 
QSNELALVR 
SHVEDGDVAGSPAVPPAEQDPVKLK 
SIEALLEAGQAQDSQASR 
SKCEELSDLHGQLK 
SVEEEERVWK 
TEATLEDEQTRR 
TGVIQDTWHK 
TGVIQDTWHKATQK 
TILAETEGMLKDLQK 
TILAETEGMLKDLQK ox 
TLQEQLENGPNTQLAR 
TLVSTVGSMVFSEGEAQR 
 



gi|27714603 RIKEN cDNA 2810435D12 (Hypothetical Haloacid 
dehalogenase/epoxide hydrolase) 

AHGVLVEATAVEQAFR 
AHGVLVEATAVEQAFRQAFR 
AQSHSFPNYGLSLGLTSR 
ARAHGVLVEATAVEQAFR 
AVGMHSFLVVGAEPLDSSVR 
AVGMHSFLVVGAEPLDSSVR ox 
DAVPKEHILPSLSHLLPALDLLEASSPVS 
EALQLACVEPSAAAHVGDSYR 
EHFDFVLTSEAVGCPKPDPR 
EHILPSLSHLLPALDLLEASSPVS 
IFREALQLACVEPSAAAHVGDSYR 
LAVVSNFDR 
LAVVSNFDRR 
LLTWDVKDTLIK 
LQMRLLTWDVK ox 
QWWMDVVLHTFR 
QWWMDVVLHTFR ox 
RLEDILTGLGLR 
RPVGEEYASK 
RPVGEEYASKAR 
VLEGAETTLKGCR 
VRRPVGEEYASK 
 

gi|34860352 RIKEN cDNA 4931406C07 (Hypothetical protein) ACTEFSFHVPSLEELAEVLQK  
ANPADGKCLLEK  
IAEVGGVPYLLPLVNK 
IAEVGGVPYLLPLVNKK 
KVYDLNEIAK 
VYDLNEIAK 
VYDLNEIAKEIK 
YSQKYPDFGCALLANLFASEGQPGK  
 

gi|20885971 RIKENcDNA2310005O14 AVLAGIYNTTELVMMQDSSPDFEDTWR ox 
AVLAGIYNTTELVMMQDSSPDFEDTWR ox ox 
INDAMNMGHTAK 
INDAMNMGHTAK ox 
INDAMNMGHTAK ox ox 
LRMLIPYIEHWPR 
LRMLIPYIEHWPR ox 
LVQLGQAEK 
LVQLGQAEKR 
MLIPYIEHWPR 
MLIPYIEHWPR ox 
NLTGLNQRR 
QVKSTGEALVQGLMGAAVTLK ox 
STGEALVQGLMGAAVTLKNLTGLNQR ox 
TDQFLRDAVETR 
YTDQSGEEEEDYESEEQLQHR 
 

gi|127048 . S-adenosylmethionine synthetase alpha and beta forms DLDLKKPIYQK 
FVIGGPQGDAGVTGR 
FVIGGPQGDAGVTGRK 
ICDQISDAVLDAHLK 
IIVDTYGGWGAHGGGAFSGK 
KIIVDTYGGWGAHGGGAFSGK 
NFDLRPGVIVR 
RSGVLPWLRPDSK 
SEFPWEVPK 
SEFPWEVPKK 
SGVLPWLRPDSK 
TACYGHFGR 
TCNVLVALEQQSPDIAQCVHLDR 
TGMVLLCGEITSMAMIDYQR ox ox 
TQVTVQYVQDNGAVIPVR 
VHTIVISVQHNEDITLEAMR 
VHTIVISVQHNEDITLEAMR ox 
YLDEDTIYHLQPSGR 
 

gi|25742657 
 

Sarcosine dehydrogenase AIDSLSIEKGYR 
AYGIESHVLSPAETK 
DILQDVLDADLSNEAFPFSTHQLVR 
DPLHEELLGQGCVFQER 
FHHSLTDHPR 
FYLLGADAR 
FYLLGADARK 
GAQVIENCAVTGIR 
GYRHWHADLR 
HGLVNAGYR 
IEGIQNMPNVR 
IEGIQNMPNVR ox 
LGVGGVVLLER 
LGVGGVVLLERER 
LKTSVPFLGR 
MGVTYAAQVHLK ox 
NGDYALER 
NGQVVGHVR 
NGQVVGHVRR 
NYSVVFPHDEPLAGR 
RADFGFTVNK 
RDPLHEELLGQGCVFQER 
RFHHSLTDHPR 
SDDSPLEAGLAFTCK 
SHESYAKNYSVVFPHDEPLAGR 



SPFDPDNKR 
STVCGPESFTPDHKPLMGEAPELR ox 
TAAAVFNMSYFGK ox 
TIAYGYIR 
TIAYGYIRDPSGGPVSLDFVK 
TSVPFLGREALEK 
VRTDDFGVR 
 

gi|16758646 SEC14-like protein 2 AGEMTEVLPNQR 
AGEMTEVLPNQR ox 
DQVKQQYEHSVQISR 
FDNTYSFIHAK 
GLLFSASKQDLLR 
GSSHQVEYEILFPGCVLR  
HVEFRK 
INYGGDIPK 
INYGGDIPKQYYVR 
LFPVAYNLIKPFLSEDTR 
QQYEHSVQISR 
QRAGEMTEVLPNQR 
QRAGEMTEVLPNQR ox 
QYYVRDQVK 
SFDLQKSEAMLR 
SFDLQKSEAMLR ox 
VGDLSPKQEEALAK 
 

gi|34878986 SEC14-like protein 3 ADDFFLLR 
AGEMTEVLPNQR 
FDNTYSLLHTK 
FREILQDVLPTLPK 
GLFMSASKQDLIR 
GLFMSASKQDLIR ox 
GSSHQVENEILFPGCVLR 
IVILGGNWKQELLK 
LFPVAFNLVK 
MSGQVGDLSPQQQEALTR 
MVMVFDMEGLSLR ox 
MVMVFDMEGLSLR ox ox 
MVMVFDMEGLSLR ox ox 
NFDLQKSEAMLR ox 
QKAGEMTEVLPNQR 
QKAGEMTEVLPNQR ox 
SFIGEVTQKK 
YNSHMVPEDGSLTCLK ox 
 

gi|18266692 Selenium-binding protein 2 CGPGYATPLEAMK ox 
CGPGYATPLEAMKGPR 
CGPGYATPLEAMKGPR ox 
DGFNPAHVEAGLYGSHIHVWDWQR 
DGLIPLEIR 
DKLILPSIISSR 
EEIVYLPCIYR 
EGSVMLQIDVDTANGGLK 
EGSVMLQIDVDTANGGLK ox 
EPLGPALAHELR 
FLHDPDATQGFVGCALSSNIQR 
FLYFSNWLHGDIR 
FYKNEGGTWSVEK 
GGFVLLDGETFEVK 
GGSVQVLEDQELTCQPEPLVVK 
GGSVQVLEDQELTCQPEPLVVKGK 
GPREEIVYLPCIYR 
GTWEKPGGEAPMGYDFWYQPR ox 
HEIIQTLQMK 
HEIIQTLQMK ox 
HEIIQTLQMKDGLIPLEIR 
HEIIQTLQMKDGLIPLEIR ox 
HNIMVSTEWAAPNVFK ox 
IYVVDVGSEPR 
IYVVDVGSEPRAPK 
LHKVIEPNEIHAK 
LILPSIISSR 
LNPNFLVDFGKEPLGPALAHELR 
LTGQIFLGGSIVK 
LYVTTSLYSAWDKQFYPNLIR 
NTGIEAPDYLATVDVDPK 
QFYPNLIR 
QYDISNPK 
QYDISNPKKPR 
SPHYSQVIHR 
VIEPNEIHAK 
VPGGPQMIQLSLDGK ox 
VPGGPQMIQLSLDGKR 
VPGGPQMIQLSLDGKR ox 
YPGGDCSSDIWI 
 

gi|34877645 Selenocysteine lyase AADLVSENCETYEAHMR  
AEVDLIVQDLK 
AKDIINTAR 
CFHEQQTLQGR  
DIRDYLEER 
EAWGNPSSSYVAGRK 
FPGVERLPNTCNFSIQGSQLR  



FYGPRIGALYVR 
GSVESPPNRK 
GVGKLTPLYPMLFGGGQER 
GVGKLTPLYPMLFGGGQER ox 
IHLNSRFPGVER 
IKALNQIR 
LEAEFGKR 
LPLEHLVEDQVAEVTFVPVSK 
LPNTCNFSIQGSQLR  
LSVGRSTTR 
LTPLYPMLFGGGQER 
LTPLYPMLFGGGQER ox 
MIGGKPQDIIFTSGGTESNNLVIHSTVR ox 
NFRPGTENTPMIAGLGK 
NFRPGTENTPMIAGLGK ox 
RVDVEDLGVDFLTIVGHK 
STTRAEVDLIVQDLK 
TVDQISPEEGTRPHFITCTVEHDSIR  
VLVHTDAAQALGK 
VLVHTDAAQALGKR 
 

gi|2507128 Senescence marker protein-30 CGESPVWEEASK 
CLLFVDIPSK 
DEQIPDGMCIDVEGK 
DGMSAEGLLR 
DGMSAEGLLR ox 
DGMSAEGLLRQPDAGNIFK 
DGMSAEGLLRQPDAGNIFK ox 
DYSEMYVTCAR 
DYSEMYVTCAR ox 
FCALNWEDQSVFILAMVDEDKK ox 
FNDGKVDPAGR 
HQGSLYSLFPDHSVK 
IFYYIDSLSYTVDAFDYDLPTGQISNR 
KYFDQVDISNGLDWSLDHK 
LDPETGKR 
LPVDKTTSCCFGGK 
LWVACYNGGR 
MEKDEQIPDGMCIDVEGK 
MEKDEQIPDGMCIDVEGK ox 
MEKDEQIPDGMCIDVEGK ox ox 
QPDAGNIFK 
QSGGYVATIGTK 
TTSCCFGGK 
TTSCCFGGKDYSEMYVTCAR 
TTSCCFGGKDYSEMYVTCAR ox 
TVYKMEK 
VGVDAPVSSVALR 
YFAGTMAEETAPAVLER 
YFAGTMAEETAPAVLER ox 
YFDQVDISNGLDWSLDHK 
 

gi|134847 Sepiapterin reductase AARDMLYQVLAVEEPSVR ox 
ALAPQLAGLLSPGSVLLLSAR 
DMLYQVLAVEEPSVR 
DMLYQVLAVEEPSVR ox 
DTFQSGAHVDFYDI 
ETSMDPELR ox 
GWGLYCAGK 
LGCAVCVLTGASR 
LLLINNAGTLGDVSK 
LNSEGELVDCGTSAQK 
LQKLNSEGELVDCGTSAQK 
TVVNISSLCALQPFK 
VLSYAPGPLDTNMQQLAR 
VLSYAPGPLDTNMQQLAR ox 
 

gi|34865757 Serine hydroxymethyl transferase 2, mitochondrial AALEALGSCLNNKYSEGYPGK  
DPETSQR 
EYSLQVLR 
GARSGLIFYR 
GFPMPGFDER 
GFPMPGFDER ox 
GLDGARAER 
GLELIASENFCSR  
GYSLVSGGTDTHLVLVDLRPK 
LANLRQQVEQFAR 
LIIAGTSAYAR 
NAQAMADALLKR 
QFREDDFR 
SAITPGGLR 
SAITPGGLRLGAPALTSR 
SFLLKDPETSQR 
SGLIFYR 
SGLIFYRK 
VIPSPFKYADIVTTTTHK 
VLELVSITANKNTCPGDR  
VPFSLLRTTR 
VVDFIDEGVNIGLEVKR 
YYGGAEVVDEIELLCQR  
YYGGAEVVDEIELLCQRR  
 

gi|34870813 Serine hydroxymethyltransferase, cytosolic AGMIFYRK 



AVLEALGSCLNNK 
AVLEALGSCLNNKYSEGYPGQR 
GLLEEDFQKIAHFIHR 
IVTGGSDNHLILMDLRPK 
IVTGGSDNHLILMDLRPK ox 
IYQLQVLANCR 
LIIAGTSCYSR 
MLTQPLKESDAEVYSIIK ox 
NTCPGDKSALRPSGLR 
QRVGLELIASENFASR 
SALRPSGLR 
VGLELIASENFASR 
YSEGYPGQR 
YYGGTEFIDELETLCQKR 
 

gi|34856275 Serine protease HTRA2, mitochondrial [Precursor] AGLRPADVILAIGEK 
EFLHRGEK 
EPLPTLPLGR 
EPSFPDVQHGVLIHK 
EVPISNGSGFIVASDGLIVTNAHVVADR 
IQTKEPLPTLPLGR 
KNSWFGISGSQR 
LREFLHR 
MIQNAEDVYEAVR 
MIQNAEDVYEAVR ox 
MIQNAEDVYEAVRTQSQLAVR ox 
MTYGTPSLPARVPLGVLASR ox 
NSWFGISGSQR 
NSWFGISGSQRR 
RGPETLTLYVTPEVTE 
SQYNFIADVVEK 
TAPAVVYIEILDRHPFSGR 
TQSQLAVR 
VILGSPAHR 
VRLPSGDTYEAMVTAVDPVADIATLR ox 
VTAGISFAIPSDR 
VTAGISFAIPSDRLR 
 

gi|113580 Serum albumin precursor AADKDNCFATEGPNLVAR 
AETFTFHSDICTLPDKEK 
AFKAWAVAR 
APQVSTPTLVEAAR 
ATEDQLKTVMGDFAQFVDK ox 
CCAEGDPPACYGTVLAEFQPLVEEPK 
CCSGSLVER 
CCTLPEAQR 
CCTLPEAQRLPCVEDYLSAILNR 
CPYEEHIKLVQEVTDFAK 
DNYGELADCCAK 
DVFLGTFLYEYSR 
EAHKSEIAHR 
ECCHGDLLECADDRAELAK 
FKDLGEQHFK 
FPNAEFAEITK 
GLVLIAFSQYLQK 
HKPKATEDQLK 
HPDYSVSLLLR 
KQTALAELVK 
KYEATLEK 
LCVLHEKTPVSEK 
LGEYGFQNAVLVR 
LPCVEDYLSAILNR 
LQACCDKPVLQK 
LVQEVTDFAK 
MKCSSMQR ox 
MKCSSMQR ox ox 
MSQRFPNAEFAEITK 
MSQRFPNAEFAEITK ox 
NECFLQHK 
NLVKTNCELYEK 
NYAEAKDVFLGTFLYEYSR 
QEPERNECFLQHK 
QTALAELVK 
RHPDYSVSLLLR 
RHPYFYAPELLYYAEK 
RPCFSALTVDETYVPK 
SIHTLFGDKLCAIPK 
TNCELYEK 
TNCELYEKLGEYGFQNAVLVR 
TVMGDFAQFVDK 
TVMGDFAQFVDK ox 
TVMGDFAQFVDKCCK 
TVMGDFAQFVDKCCK ox 
YMCENQATISSK 
YMCENQATISSK ox 
YNEVLTQCCTESDKAACLTPK 
YTQKAPQVSTPTLVEAAR 
 

gi|7387725 Short chain 3-hydroxyacyl-CoA dehydrogenase, mitochondrial 
[Precursor] 

DTPGFIVNR 
DTPGFIVNRLLVPYLIEAIR 
FAGLHFFNPVPMMK ox 
FAGLHFFNPVPMMK ox ox 
FTENPKAADEFVEK 



GIEESLKR 
HPVSCKDTPGFIVNR 
LDKFAAEHTIFASNTSSLQITNIANATTR 
LLVPYLIEAIR 
LLVPYLIEAIRLHER 
LVEVIKTPMTSQK 
LVEVIKTPMTSQK ox 
QDRFAGLHFFNPVPMMK 
QDRFAGLHFFNPVPMMK ox 
QDRFAGLHFFNPVPMMK ox ox 
TFESLVDFCK 
TGEGFYKYK 
TLSSLSTSTDAASVVHSTDLVVEAIVENLK 
 

gi|34877556 Similar to 6-phosphogluconolactonase LLSVPFEK 
AASCLEGNR 
WTLGFCDER 
AASCLEGNRGR 
DLPAATAPAGPASFAR 
IVAPIGDSPKPPPQR 
FALGLSGGSLVSMLAR 
TGALCWFLDEAAAR 
FALGLSGGSLVSMLAR ox 
LVPFDHAESTYGLYR 
EKIVAPIGDSPKPPPQR 
ILEDQESALPAAMVQPR 
ILEDQESALPAAMVQPR ox VTLTLPVLNAAQSVIFVATGEGK 
LPIPDSQVLTIDPALPVEDAAEDYAR 
 

gi|34851770 Similar to Ac2-202 (D-lactate dehydrogenase) ALNTHLR 
NELWAAR 
AFAENLGR 
KALNTHLR 
AFAENLGRR 
QLKDTLDPR 
VKAFAENLGR 
QHHGHDESMHR ox 
AVVGSPHVSTASAVR 
EEEEEKDNDDGVK 
DNVINLEVVLPDGR 
IEFLDEVMMDACNR ox 
QLLQEEVGPVGVETMR 
ALALHGTCTGEHGIGLGK 
QLLQEEVGPVGVETMR ox 
ALALHGTCTGEHGIGLGKR 
CRPPDAVVWPQNVDQVSR 
IEFLDEVMMDACNRHSK ox ox 
YGTMRDNVINLEVVLPDGR 
 

gi|34853775 Similar to acetyl CoA transferase-like EVLQRAK 
APHLAHLR 
HGSNLEAMSK ox 
ILVTLLHTLER 
GLTEVKIDEFPR 
EAQDKVAVVSQNR 
AGHFDKEIVPVHVSSR 
VNIDGGAIALGHPLGASGCR 
GVAALCIGGGMGIAMCVQR ox ox 
TAIGSFNGALSTVPVHNLGTTVIK 
VAPEEVSEVIFGHVLTAGCGQNPTR 
ELGLSPEKVNIDGGAIALGHPLGASGCR 
AKVAPEEVSEVIFGHVLTAGCGQNPTR 
TAIGSFNGALSTVPVHNLGTTVIKEVLQR 
 

gi|25023714 Similar to aldehyde dehydrogenase 4A1 precursor 
 

AADMLSGPR ox 
ASGTNDKPGGPHYILR 
DKEYQETIGQIELELATAK 
ETHKPLGDWR 
ETLQLVDSTTSYGLTGAVFAQDK 
FCYADKALLNK 
GRLLEEHSR 
GVGKCIGYQTWLIMGK ox 
IKVGNPAEDFGTFFSAVIDAK 
KEWDLKPVADR 
LAGECGGKNFHFVHSSADVDSVVSGTLR 
LYVPQSLWPQIK 
NAAGNFYINDK 
NAAGNFYINDKSTGSVVGQQPFGGAR 
NFHFVHSSADVDSVVSGTLR 
QVAQNLDR 
QVAQNLDRFR 
RLTYINNVSWYTPNNTAR 
SAFEYGGQK 
SQYEQLAEQNR 
STGSVVGQQPFGGAR 
TLAHGMVPPTSK ox 
TVIQAEIDAAAELIDFFR 
TVIQAEIDAAAELIDFFRFNAK 
VANEPILAFTQGSPER 
VANEPILAFTQGSPERDALQK 
VGNPAEDFGTFFSAVIDAK 
WKHASSLK 
WTSPQVIK 



YQLSPFNHGHK 
YRETLQLVDSTTSYGLTGAVFAQDK 
 

gi|27679356 Similar to aldehyde dehydrogenase 8A1 isoform 1 EAFPAWSSR 
EGAKDSYDFFTEIK 
ELLMLENFIGGK 
ELLMLENFIGGK ox 
ELNLPFGGMK 
ELNLPFGGMK ox 
FHNAVTLLLDSQRR 
FLPCNSYIDSYDPSTGEVYCK 
FVTMVFLPPQVR ox 
ITQLSAPHCKK 
KLSLELGGK 
LQSGLVWTNCWLIR 
NPAIIFEDANLEECIPATVR 
RLQSGLVWTNCWLIR 
SIYNEFLK 
SIYNEFLKR 
SLHISAGSNIR 
SSFANQGEICLCTSR 
VADVLEQSLEELAQAESK 
VGEALVSHPEVPVISFTGSQPTAER 
VGIPSDPSANMGALISK 
VGIPSDPSANMGALISK ox 
VPNSGKEEIEVAVQAAR 
WKVGIPSDPSANMGALISK ox 
YGLGATVWSK 
YLPPVCVSMWR 
 

gi|34879551 Similar to aldehyde dehydrogenase family 7, member A1 
 

AWNIWADIPAPK 
DERVNLLSFTGSTQVGK 
EDNEGVFNGSWGGR 
EKIQLLGR 
ESGSDAWKQYMR 
ESGSDAWKQYMR ox 
ETFAPILYVFK 
FKNEEEVFEWNNEVK 
LGEHNIDVLEGNEQFIN 
GEVITTYCPANNEPIAR 
GSDCGIVNVNIPTSGAEIGGAFGGEK 
IFRWLGPK 
ILVEGIGEVQEYVDVCDYAAGLSR 
KAWNIWADIPAPK 
LFLHESIHDEVVDR 
LFLHESIHDEVVDRLK 
LKNAYSQIR 
QAVSMFVQAVEEAK ox 
QAVSMFVQAVEEAKK 
QAVSMFVQAVEEAKK ox 
QGLSSSIFTK 
QVALMVQER 
RLFLHESIHDEVVDR 
RSTCTINYSTALPLAQGIK 
STCTINYSTALPLAQGIK 
STCTINYSTALPLAQGIKFQ 
VGNPWDPNILYGPLHTK 
VNLLSFTGSTQVGK 
 

gi|34881719 Similar to elongation  factor 1-alpha 1 DMRQTVAVGVIK ox 
EHALLAYTLGVK 
IGGIGTVPVGR 
LPLQDVYK 
NGQTREHALLAYTLGVK 
RYEEIVK 
STTTGHLIYK 
THINIVVIGHVDSGK 
THINIVVIGHVDSGKSTTTGHLIYK 
VETGVLKPGMVVTFAPVNVTTEVK 
VETGVLKPGMVVTFAPVNVTTEVK ox 
YEEIVKEVSTYIK 
YYVTIIDAPGHR 
YYVTIIDAPGHRDFIK 
 

gi|27662108 Similar to elongation factor1-delta (EF-1-delta) ATAPQTQHVSPMR 
ATAPQTQHVSPMR ox 
FYEQMNGPVTAGSR 
FYEQMNGPVTAGSR ox 
GVVQDLQQAISKLEVR 
IASLEVENQNLR 
LVPVGYGIRK 
QENGASVILR 
QENGASVILRDIAR 
RFYEQMNGPVTAGSR ox 
SIQLDGLVWGASK 
SLAGSSGPGASSGPGGDHSDLIVR 
SSILLDVKPWDDETDMAQLETCVR ox 
 

gi|27702708 Similar to esterase D AFNGYLGPDQSKWK 
AYDATCLVK 
CPALYWLSGLTCTEQNFISK 
FAIYLPPQAESAK 
ISIFGHSMGGHGALICALK ox 



ISIFGHSMGGHGALICALKNPGK 
ISIFGHSMGGHGALICALKNPGK ox 
KAFNGYLGPDQSK 
LQEGYDHSYYFIATFITDHIR 
MKFAIYLPPQAESAK ox 
MYSYVTEELPQLINANFPVDPQR 
MYSYVTEELPQLINANFPVDPQR ox 
SGCQQAASEHGLVVIAPDTSPR 
SVSAFAPICNPVLCPWGK 
WKAYDATCLVK 
 

gi|34856991 Similar to GMP synthase [glutamine-hydrolyzing] ALNQDQVIAVHIDNGFMR ox 
ELDLPEELVSR 
LYGVQFHPEVGLTENGK 
NFLYDIAGCSGNFTVQNR  
QADFEAHNILR 
QADFEAHNILRESGYAGK 
SGNIVAGIANESKK 
SVREDGVFNISMDNTCSLFR ox  
VINAAHSFYNGTTTLPISDEDRTPR 
VVYIFGPPVK 
 

gi|34858543 Similar to heme-binding protein EADYVAHATQLR 
EGITVYSTQFGGYAK 
FATVEVTDKPVDEALR 
FATVEVTDKPVDEALREAMPK 
FATVEVTDKPVDEALREAMPK ox 
IEEREGITVYSTQFGGYAK 
IPNQFQGSPPTPSDQSVK 
IPNQFQGSPPTPSDQSVKIEER 
TTLEGTPATYQGDVYYCAGYDPPMKPYGR ox 
 

gi|34855868 Similar to heterogeneous nuclear ribonucleoproteins A2/B1 AVAREESGKPGAHVTVK 
DYFEEYGKIDTIEIITDR 
EESGKPGAHVTVK 
GFGDGYNGYGGGPGGGNFGGSPGYGGGR 
GFGFVTFDDHDPVDK 
GFGFVTFDDHDPVDKIVLQK 
GGGGNFGPGPGSNFR 
GGGGNFGPGPGSNFRGGSDGYGSGR 
GGNFGFGDSR 
GGSDGYGSGR 
IDTIEIITDR 
KLFIGGLSFETTEESLR 
LFIGGLSFETTEESLR 
LFIGGLSFETTEESLRNYYEQWGK 
LFVGGIKEDTEEHHLR 
NMGGPYGGGNYGPGGSGGSGGYGGR 
NMGGPYGGGNYGPGGSGGSGGYGGR ox 
NYYEQWGK 
QEMQEVQSSR ox 
SGRGGNFGFGDSR 
YHTINGHNAEVR 
YHTINGHNAEVRK 
 

gi|27676450 Similar to HSCO protein ASPGHTPGCVTFVLNDQSMAFTGDALLIR ox 
DAQLIKELGLK 
EAILIDPVLETAHRDAQLIK 
GCGRTDFQQGCAK 
IFTLPGNCLIYPAHDYHGLTVSTVEEER 
LLYAVNTHCHADHITGSGVLR 
LSGAQADLHIGEGDSIPFGR 
LSQQSASGAPVLLR 
LTLSCEEFIK 
SCTYTYLLGDRDSR 
SLLPGCQSVISR 
TDFQQGCAK 
TLYHSVHEK 
VMDNLNLPKPHQIDIAVPANMR ox ox 
 

gi|27705654 Similar to hypothetical protein BC002980 KPYVKPDR 
GKTILDNVR 
ALNVIVDLLGK 
KPYVKPDRR 
IDREHPDMR 
IDREHPDMR ox 
NISNQFSITTK 
SPTFELERPVAK 
GNITYETMVEILR 
TVNLFPQYSMAKR 
EVFEEIESILQNR 
ADTAEKALNVIVDLLGK 
HKGNITYETMVEILR 
EDISKEEALLGMDLVR 
HKGNITYETMVEILR ox 
EDISKEEALLGMDLVR ox 
HLLYQNHQQALEMISNHKEK 
HLLYQNHQQALEMISNHKEK ox 
LFDEVQEVIYFPAAVHSDLEKR 
 

gi|27722175 Similar to Hypothetical protein CGI-99 AGVMALANLLQIQR 
AGVMALANLLQIQR ox 
DVNCPFKIQDR 



HILGFDTGDAVLNEAAQILR 
HYKIEDR 
IEDRGNLR 
INEAIVAVQAIIADPK 
INEAIVAVQAIIADPKTDHR 
IQDRQEAIDWLLGLAVR 
LLHIEELR 
LLHIEELRELQTK 
NFIVWLEDQKIR 
NIHSSDWPKFFEK 
NSEPLINLDVNNPDFK 
YKDSVPDNR 
YLRDVNCPFK 
 

gi|34854388 Similar to hypothetical protein FLJ30596 
 

ALNEVFIGESLSSR 
AWSFNINR 
ELAGGGSPADGGFRPSR 
EYDEETVR 
GSSYSGLLER 
ILFSIREPIANR 
LKPVIGVNTDPER 
LKPVIGVNTDPERSEGHLCLPVR 
RQGNLTLPLNK 
SEGHLCLPVR 
TTRYEFEQQR 
VAAQAVEDVLNIAR 
VAAQAVEDVLNIARR 
VTNEYNESLLYSPEEPK 
YTHSFPEALQK 
 

gi|34864943 Similar to hypothetical protein MGC35366 AVGPADIIR 
AAELGAELGAR 
QASEEELFR 
QGDAIIINASR 
QFSGETFEER 
GELYLTGSELR 
SGYGLNLETELK 
LLLENAQQVVLVCAR 
TAVEAADDIISHHLPR 
SLAVLEGASLVVGTDGLIK 
VGLQINFHGDELHPMK ox 
 

gi|27732417 Similar to inosine triphosphatase. Inosine triphosphate 
pyrophosphatase 

AEKNTISHR 
ALFKLQEYFGVTDGAGDH 
GKTPGQIVMPR ox 
IDLPEYQGEPDEISIQK 
IVFVTGNAK 
IVFVTGNAKK 
LKPEGLYQLLAGFEDK 
LQEYFGVTDGAGDH 
TPGQIVMPR ox 
 

gi|34878080 Similar to leucine aminopeptidase ADMGGAATICSAIVSAAK ox 
ANKPGDVVR 
ASANMDLMR 
DDDVPQFTSAGENFNKLVSGR 
DKDDDVPQFTSAGENFNK 
SASSKTEVHIR 
GLVLGIYSK 
GSEEPPVFLEIHYTGSPNATEAPLVFVGK 
KGMSGRPTR 
LFEASVETGDR 
LFEASVETGDRVWR 
LHGSGDLEAWEK 
LHGSGDLEAWEKGVLFASGQNLAR 
LILADALCYAHTFNPK 
LNLPINIIGLAPLCENMPSGK ox 
LREMLNISGPPLK 
LREMLNISGPPLK ox 
MPLFEHYTR 
MPLFEHYTR ox 
QLMESPANEMTPTR ox 
QLMESPANEMTPTR ox ox 
QVIDCQLADVNNLGKYR 
SAGACTAAAFLR 
SAGACTAAAFLREFVTHTK 
SAGVDDQENWHEGKENIR 
SWIEEQEMGSFLSVAK ox 
TFYGLHQDFPSVVVVGLGK 
TFYGLHQDFPSVVVVGLGKR 
TIQVDNTDAEGR 
TLIEFLLR 
TRTFYGLHQDFPSVVVVGLGK 
WAHLDIAGVMTNKDEIPYLR ox 
 

gi|34872897 Similar to proteasome similar to 26S proteasome non-ATPase 
regulatory subunit 11 

AELRDDPIISTHLAK 
ALLVEVQLLESK 
EASIDILHSIVKR 
IMLNTPEDVQALVSGK ox 
LVSLYFDTK 
LVSLYFDTKR 
LYDNLLEQNLIR 
MAAAAVVEFQR ox 



TGQAAELGGLLK 
TGQAAELGGLLKYVRPFLNSISK 
TYHALSNLPK 
VCVSGVGGRGR 
VQIEHISSLIK 
YMLLCK ox 
YQEALHLGSQLLR 
YVRPFLNSISK 
 

gi|34870743 Similar to protein kinase C inhibitor.  Histidine triad nucleotide-
binding protein 1 

AQVAQPGGDTIFGK 
CAADLGLKR 
CLAFHDISPQAPTHFLVIPK 
EIPAKIIFEDDR 
HISQISVADDDDESLLGHLMIVGKK ox 
IIFEDDRCLAFHDISPQAPTHFLVIPK 
MVVNEGADGGQSVYHIHLHVLGGR 
MVVNEGADGGQSVYHIHLHVLGGR ox 
 

gi|34852506 Similar to pyrophosphatase NTHDYWK 
AAPFTLEYR 
VCARGEIIR 
YVANLFPYK 
NKEFAVDIIK 
DVFHMVVEVPR 
DVFHMVVEVPR ox 
LRYVANLFPYK 
GISCMNTTVSESPFK ox 
LKPGYLEATVDWFR 
VLGILAMIDEGETDWK ox 
LKPGYLEATVDWFRR 
VPDGKPENEFAFNAEFK 
YKVPDGKPENEFAFNAEFK 
VIAINVDDPDAANYHDISDVER 
 

gi|34856022 Similar to RIKEN cDNA 0610012D14 
 

GALWGCEDISR  
GALWGCEDISRLDAAGGLQSLR  
GLCPLAPR  
HANLLVGSPSALADQTTER 
HPDLVVEVAHPK 
IIHESGVQILR 
LDAAGGLQSLR 
LGQSLVSR 
LLAQGSELGLELVFVWNRDPGR 
MAGSVPPALQLEDLTTLEER ox 
MAGSVPPALQLEDLTTLEERHPDLVVEVAHPK ox 
NSNTMAAAALAAPSLGFDR 
NSNTMAAAALAAPSLGFDR ox 
QLLEASNHWGHTVFVAR 
SFAVHTHR 
TVLYEGPVR 
VGVVGYGR 
VIGVLVADLSLTDMHVVDVELTGPPGPTGR 
VIGVLVADLSLTDMHVVDVELTGPPGPTGR ox 
VPHKVGVVGYGR 
VTMATHPDGFR 
VTMATHPDGFR ox 
VTMATHPDGFRLEGPLAAAHSSGPR 
VTMATHPDGFRLEGPLAAAHSSGPR ox 
 

gi|27721409 Similar to RIKEN cDNA 1810013B01 AVAIDLPGLGR 
FSVLLLHGIR 
AVAIDLPGLGRSK 
GYVPVAPICTDK 
FSSETWQNLGTLHR 
LAEAGYRAVAIDLPGLGR 
GYVPVAPICTDKINAADYAR 
TPTLIVYGDQDPMGSSSFQHLK ox 
VKTPTLIVYGDQDPMGSSSFQHLK ox 
 

gi|34858672 Similar to RIKEN cDNA B430104H02 ALAAQLPLIPR 
ATDVMAYVAGFTVAHDVSAR 
DTIADPHNLK 
EVDWEVEMAVVIGK ox 
EVDWEVEMAVVIGKK ox 
FSSSIVGPYDSIILPPESK 
GETALSVARR 
KGDEVQCEIEELGVIINK 
LLSTLLQVQK 
LLSTLLQVQKRPCQPCR 
NGKQWLLGK 
SQVTFLAPVTRPDK 
TFDTFCPLGPALVTK 
TMVQFLER 
TMVQFLER ox 
TMVQFLERGETALSVAR ox 
VICVGLNYADHCQEQNVR 
VNGEIVQSSNTNQMVFK ox 
 

gi|27696838 Similar to SEC14 (S. cerevisiae)-like 2 (alpha-tocopherol 
associated protein) 

AGEMTEVLPNQR 
FDNTYSLLHTK 
FDNTYSLLHTKK 
FMSPDQLPVEFGGTMTDPDGNPK ox ox 
GSSHQVENEILFPGCVLR 



HYHLSSQERPQYEHNVVVGR 
IVILGGNWKQELLK 
LFPVAFNLVK 
LQGFVSTGPPQDSGHSGHH 
NLIVIRAPK 
QKAGEMTEVLPNQR 
QKAGEMTEVLPNQR ox 
SFIGEVTQKK 
TGVYVLRFDNTYSLLHTK 
VGYTAEVLLPDKACEEK 
YNSHMVPEDGSLTCLK ox 
 

gi|27708582 Similar to serum paraoxonase/arylesterase 3 LLNFRER 
MLIGTIFHK 
YVYVADVTAK 
IQDPLSDNPR 
KMLIGTIFHK 
HNNWDLTPVK 
IFLMDLNEPYPK 
FEEQPRSLVHLK 
IFLMDLNEPYPK ox 
YPGMPSFAPDKPGR 
YPGMPSFAPDKPGR ox 
LVALTVLGASLALLGER 
LLIYNPEDPPGSEVLR 
GKLVALTVLGASLALLGER 
VVAQGFSSANGITVSLDQK 
SLNLQEGLDADQRTEDR 
TIKHELFESVNDIVVLGPEQFYATR 
 

gi|34859187 Similar to Tu translation elongation factor,  mitochondrial AEAGDNLGALVR 
ARGITINAAHVEYSTAAR 
DKPHVNVGTIGHVDHGKTTLTAAITK 
DLEKPFLLPVESVYSIPGR 
EHLLLAK 
FTLRDGNK 
GDECELLGHNKNIR 
GEETPVIVGSALCALEQR 
GITINAAHVEYSTAAR 
GLVMVKPGSIQPHQK ox 
GTVVTGTLER 
LLDAVDTYIPVPTR 
LSLILRQPMILEK ox 
NMITGTAPLDGCILVVAANDGPMPQTR ox  ox 
QIGVEHVVVYVNK 
SLERAEAGDNLGALVR 
TIGTGLVTDVPAMTEEDKNIK ox 
TVVTGIEMFHK 
TVVTGIEMFHKSLER ox 
VEAQVYILSKEEGGR 
VILPPGKELAMPGEDLK ox 
 

gi|27721773 Similar to xylulokinase homolog CCLGWDFSTQQVK 
DLPEFGTQGGVHVHKDR 
FNADNMEVSAFPGDVEIR 
FNADNMEVSAFPGDVEIR ox 
IFQKNPEAYSNSER 
IHAEGLGYR 
IRDESASCSWNK 
LGSPVPSCSVVGAISSYYVQR 
NPEAYSNSER 
QYMALLCFK ox 
RIHAEGLGYR 
VVAFTGDNPASLAGMR 
VVAFTGDNPASLAGMR ox 
VWSQACLDACAPHLK 
YGFPPGCK 
 

gi|34935094 Similar toglyoxylate reductase/hydroxypyruvate reductase DLEQGVAGAYGLLCR 
GEPMPSELKL ox 
GLCNKDFFQK 
KLLDAAGANLR 
LKPFGVQR 
LLDAAGANLR 
LMKVFVTGPLPAQGR ox 
NCVILPHIGSATYK 
NTMSLLAANNLLAGLR 
NTMSLLAANNLLAGLR ox 
RLKPFGVQR 
RLPEAIEEVK 
VFVTGPLPAQGR 
VGYTPGVLTDATAELAVSLLLTTCR 
VISTLSVGVDHLALDEIK 
VISTLSVGVDHLALDEIKK 
 

gi|462371 Soluble epoxide hydrolase ACGASLPENFSISEIFSQAMAAR ox 
AKPNEVVFLDDFGSNLKPAR 
DMGMVTILVR ox 
DMGMVTILVR ox ox 
DTASALRELEK 
HTEEALALPR 
ITTEEEIEYYIQQFKK 
NMENWIPFLKR 



NMENWIPFLKR ox 
SGFRGPLNWYR 
SINRPMLQAAAALK 
SINRPMLQAAAALK ox 
SINRPMLQAAAALKK ox 
VAAFDLDGVLALPSIAGVLR 
YQIPALAQAGFR 
 

gi|2506157 Sorbitol dehydrogenase AKEVGADFTIQVAK 
AMGASQVVVIDLSASR 
AVEAFETAK 
AVEAFETAKK 
EIDEFCK 
EIDEFCKIGR 
EVDIKGVFR 
EVGADFTIQVAKETPHDIAK 
FYKHSADFCYK 
GENLSLVVHGPGDIR 
GSVSLGNKVLVCGAGPIGIVTLLVAK 
HLKPGDRVAIEPGVPR 
HSADFCYK 
IGDFVVKKPMVLGHEAAGTVTK 
IGDFVVKKPMVLGHEAAGTVTK ox 
KPMVLGHEAAGTVTK 
KPMVLGHEAAGTVTK ox 
LENYPIPELGPNDVLLK 
LPDSVTFEEGALIEPLSVGIYACR 
MHSVGICGSDVHYWEHGR 
MHSVGICGSDVHYWEHGR ox 
TLNVKPLVTHR 
TLNVKPLVTHRFPLEK 
VAIEPGVPR 
VAIEPGVPREIDEFCK 
VLVCGAGPIGIVTLLVAK 
VMIKCDPNDQNP ox 
YCNTWPMAVSMLASK ox ox 
YNLTPSIFFCATPPDDGNLCR 
 

gi|34867290 Stomatin-like protein 2 APVPGAQNSSEAR 
APVPGAQNSSEARR 
ASYGVEDPEYAVTQLAQTTMR 
ASYGVEDPEYAVTQLAQTTMR ox 
DVQTTDTSIEELGR 
ESMQMQVEAERR ox ox 
ILAGALTQHNGDAAASLTVAEQYVSAFSK 
ILEPGLNVLIPVLDR 
ILEPGLNVLIPVLDRIR 
LSLDKVFR 
NTVILFVPQQEAWVVER 
QAQILASEAEKAEQINQAAGEASAVLAK 
RDVQTTDTSIEELGR 
YEIKDIHVPPR 
 

gi|2119726 Stress-70 protein mitochondrial AKCELSSSVQTDINLPYLTMDASGPK ox 
AMQDAEVSKSDIGEVILVGGMTR ox 
AMQDAEVSKSDIGEVILVGGMTR ox ox 
AQFEGIVTDLIK 
AQFEGIVTDLIKR 
ASNGDAWVEAHGK 
CELSSSVQTDINLPYLTMDASGPK ox 
DAGQISGLNVLR 
EMAGDNKLLGQFTLIGIPPAPR 
EMAGDNKLLGQFTLIGIPPAPR ox 
EQQIVIQSSGGLSKDDIENMVK 
EQQIVIQSSGGLSKDDIENMVK ox 
ETGVDLTKDNMALQR ox 
GAVVGIDLGTTNSCVAVMEGK ox 
GVPQIEVTFDIDANGIVHVSAK 
HQDGWNGLSHEAFR 
KDSETGENIR 
LFEMAYK ox 
LFEMAYKK 
LLGQFTLIGIPPAPR 
LVGTTASRSPAAAR 
LYSPSQIGAFVLMK 
LYSPSQIGAFVLMK ox 
MKETAENYLGHTAK ox 
NAEKYAEEDR 
NAVITVPAYFNDSQR 
NTTIPTKK 
QAASSLQQASLK 
QATKDAGQISGLNVLR 
QAVTNPNNTFYATK 
QAVTNPNNTFYATKR 
SDIGEVILVGGMTR 
SDIGEVILVGGMTR ox 
SQVFSTAADGQTQVEIK 
STNGDTFLGGEDFDQALLR 
TTPSVVAFTPDGER 
VCQGEREMAGDNK 
VCQGEREMAGDNK ox 
VEAVNMAEGIIHDTETK 
VEAVNMAEGIIHDTETK ox 



VINEPTAAALAYGLDK 
VINEPTAAALAYGLDKSEDK 
VLENAEGAR 
VQQTVQDLFGR 
VQQTVQDLFGRAPSK 
YAEEDRR 
YDDPEVQK 
YDDPEVQKDTK 
 

gi|20302113 Stress-induced-phosphoprotein 1 (Hop) AIEVGRENR 
ALDLDSSCKEAADGYQR 
ALSAGNIDDALQCYSEAIK 
AMADPEVQQIMSDPAMR ox ox 
AMADPEVQQIMSDPAMR ox ox 
AYEDGCKTVDLKPDWGK 
CMMAQYNR ox 
CMMAQYNR ox ox 
EGLQNMEAR 
EGLQNMEAR ox 
EGLQNMEARLAER 
ELDPTNMTYITNQAAVHFEK ox 
ELIEQLQNKPSDLGTK 
ENREDYR 
EQERLAYINPDLALEEK 
FMNPFNLPNLYQK ox 
HYTEAIKR 
IGNSYFKEER 
IQKLMDVGLIAIR ox 
KAAALEFLNR 
KFMNPFNLPNLYQK ox 
LAYINPDLALEEK 
LDPQNHVLYSNR 
LMDVGLIAIR 
LMDVGLIAIR ox 
TLLSDPTYRELIEQLQNKPSDLGTK 
TVDLKPDWGK 
TVDLKPDWGKGYSR 
TYEEGLKHEANNLQLK 
YKDAIHFYNK 
 

gi|21542246 Stromal cell-derived factor 2-like protein 1 [Precursor] AMEGIFIKPGADLSTGHDEL 
CGQAVRLTHVLTGK 
CSGQHWEREASVR 
FQHVGTSVFLSVTGEQYGNPIR 
GLPVRCGQAVR 
GQHEVHGMPSANAHNTWK ox 
IRGGSEGGCPR 
VRLHSHDIK 
 

gi|52782765 Succinate dehydrogenase [ubiquinone] flavoprotein subunit, 
mitochondrial [Precursor] 

AAFGLSEAGFNTACLTK 
ACALSIAESCRPGDK 
ACALSIAESCRPGDKVPPIK 
AKNTIIATGGYGR 
ANAGEESVMNLDKLR 
ANAGEESVMNLDKLR ox 
CCCVADR 
FGKGGQAHR 
GCGPEKDHVYLQLHHLPPEQLATR 
GEGGILINSQGER 
GVIALCIEDGSIHR 
IDEYDYSKPIEGQQK 
KPFAEHWR 
KPFAEHWRK 
LGANSLLDLVVFGR 
NTIIATGGYGR 
SMQSHAAVFR 
SMQSHAAVFR ox 
TEDGRIYQR 
TGHSLLHTLYGR 
TLNEADCATVPPAIR 
TYFSCTSAHTSTGDGTAMVTR 
TYFSCTSAHTSTGDGTAMVTR ox 
VRIDEYDYSKPIEGQQK 
VSDAISTQYPVVDHEFDAVVVGAGGAGLR 
VSQLYGDLQHLK 
VTLDYRPVIDK 
WHFYDTVK 
 

gi|1711535 Succinate semialdehyde dehydrogenase AAYDAFSSWK 
AAYDAFSSWKEISVK 
AKEVGEVLCTDPLVSK 
EGSKYGIDEYLEVK 
EVGEVLCTDPLVSK 
FRNAGQTCVCSNR 
HQSGGNFFEPTLLSNVTR 
ILLHHAANSVK 
ILLHHAANSVKR 
ISFTGSTATGK 
LGTVADCGVPEAR 
NAGQTCVCSNR 
VGGPADLHADLLR 
VGGPADLHADLLRGDSFVGGR 
VGNGFEEGTTQGPLINEK 



VYGDIIYTSAK 
WLPTPATFPVYDPASGAK 
YGIDEYLEVK 
 

gi|28529917 Succinate-Coenzyme A ligase, GDP-forming, beta subunit ALGPLLEVRSQAGHLTPR 
ASPVAISAQAGK 
DIFAMDDKSENEPIENEAAR 
DIFAMDDKSENEPIENEAAR ox 
EIVLKAQILAGGR 
ETYLAILMDR 
ETYLAILMDR ox 
GGVHLTKDPK 
IDATQVEVNPFGETPEGQVVCFDAK 
INFDDNAEFRQK 
KLMSEHGVR 
KLMSEHGVR ox 
KLYHLFLK 
LMSEHGVR ox 
LYHLFLK 
MAENLGFLGSLK ox 
NQAADQIKK 
SQAGHLTPRR 
SSGLPITSAVDLEDAAKK 
VMVAEALDISR ox 
VNKVMVAEALDISR ox 
VQRFFVANTAK 
 

gi|34874487 Succinyl-CoA ligase [ADP-forming] beta-chain, mitochondrial 
[Precursor] 

CDIIAQGIVMAVK ox 
DLEIRIPVVVR 
EAHVDVKFQLPI 
EPVDIIEGVK 
EYYFAITMER 
EYYFAITMER ox 
GRICNQVLVCER 
ICNQVLVCER 
ILACDDLDEAAKMVVK 
ILACDDLDEAAKMVVK ox 
INFDSNSAYR 
IVFSPEEAK 
IVFSPEEAKAVSSQMIGQK 
IVFSPEEAKAVSSQMIGQK ox 
KMGFPSNIVDSAAENMIK ox 
KMGFPSNIVDSAAENMIK ox ox 
LHGGTPANFLDVGGGATVHQVTEAFK 
MVVKLSEIVTLAK 
REYYFAITMER 
REYYFAITMER ox 
VQAILVNIFGGIMR 
VQAILVNIFGGIMR ox 
 

gi|34857707 Succinyl-CoA ligase beta-chain, mitochondrial precursor (Similar to 
Succinyl-CoA ligase) [GDP-forming] 

ACQELELK 
ACQELELKVPLVVR 
DIFAMDDKSENEPIENEAAR 
DIFAMDDKSENEPIENEAAR ox 
EQIDIFEGIK 
ESQVYQAFK 
ETYLAILMDR 
ETYLAILMDR ox 
IDATQVEVNPFGETPEGQVVCFDAK 
INFDDNAEFRQK 
KLYHLFLK 
LEGTNVQEAQNILK 
LLTSDPKVEAILVNIFGGIVNCAIIANGITK 
LYHLFLK 
MAENLGFLGSLK 
MAENLGFLGSLK ox 
SENEPIENEAAR 
SHNGPVLVGSPQGGVDIEEVAASSPELIFK 
SSGLPITSAVDLEDAAK 
SSGLPITSAVDLEDAAKK 
VEAILVNIFGGIVNCAIIANGITK 
VMVAEALDISR 
VMVAEALDISR ox 
VNKVMVAEALDISR ox 
VVGQLAQQMIGYNLATK 
VVGQLAQQMIGYNLATK ox 
 

gi|135025 Succinyl-CoAligase[GDP-forming]alpha-
chain,mitochondrial[Precursor] 

HGSYTASR 
HGSYTASRK 
VICQGFTGK 
LVGGTTPGK 
LIGPNCPGIINPGECK 
IGIMPGHIHK 
GIMPGHIHKK 
PVVSFIAGITAPPGR 
PVVSFIAGITAPPGRR 
MGHAGAIIAGGK 
GGAKEK 
ISALQSAGVIVSMSPAQLGTCMYK 
 

gi|586053 Sulfite oxidase AHVPAEQKELNIICK  
AMDPQAEVLLAYEMNGQPLPR ox ox 
DHGFPVR 



DHGFPVRVVVPGVVGAR 
ELLAEYKIGELNPEDR 
FVDLHPGGQSK 
GVLSNAWHR 
GYAWSGGGR 
HEVTVTLQCAGNR  
HEVTVTLQCAGNRR  
HVKWLGR 
IGELNPEDR 
INSQRPFNAEPPPELLTESYITPNPIFFTR 
IYSKEDVR 
KAWAWR 
LCDVLAQAGHR  
LHVVGAPGGQSLSLSLDDLHKFPK 
LMLAAGGPLEPFWALYAVHNQPHVR 
LMLAAGGPLEPFWALYAVHNQPHVR ox 
LRETEAHVCFEGLDSDPTGTAYGASIPLAR  
MSPPLEASDPYSNDPMRHPALR ox 
MSPPLEASDPYSNDPMRHPALR ox ox 
NHLPVPNLDPDTYR 
SHNNLQTGVWVTLGSEVFDVTKFVDLHPGGQSK 
VSVESEESYSHWQR 
VSVESEESYSHWQRR 
VVVPGVVGAR 
 

gi|13929194 Sulfotransferase family 1A, phenol-preferring, member 1 CPGVPSGLETLEETPAPR  
DVVVSYYNFYNMAK ox 
EFSRPPLVHVKGIPLIK 
HTHPVLYLFYEDIKENPK 
LLKTHLPLSLLPQSLLDQK 
NAKDVVVSYYNFYNMAK 
NAKDVVVSYYNFYNMAK ox 
NTFTVAQNERFDAHYAK 
SGTTWMSEILDMIYQGGKLEK 
SGTTWMSEILDMIYQGGKLEK ox 
SLPEETVDSIVHHTSFK 
SLPEETVDSIVHHTSFKK 
THLPLSLLPQSLLDQK 
TMTDCDFKFR  
TMTDCDFKFR ox  
 

gi|134625 Superoxide dismutase AMKAVCVLK 
AVCVLKGDGPVQGVIHFEQK 
DGVANVSIEDR 
DGVANVSIEDRVISLSGEHSIIGR 
GDGPVQGVIHFEQK 
HGGPADEER 
HGGPADEERHVGDLGNVAAGK 
HVGDLGNVAAGK 
HVGDLGNVAAGKDGVANVSIEDR 
KHGGPADEER 
LACGVIGIAQ 
QDDLGKGGNEESTK 
VISLSGEHSIIGR 
 

gi|134678 Superoxide dismutase precursor LGPAASTAGSR 
HSLPDLPYDYGALEPHINAQIMQLHHSK 
YHEALAK 
GDVTTQVALQPALK 
FNGGGHINHSIFWTNLSPK 
DFGSFEK 
AIWNVINWENVSQR 
 

gi|34872230 Taste receptor, type 1, member 2 AADMLSGPR 
AELVVFKGLMSDPMTDLDTK ox 
AIEAAVLAR 
ALNDLKDQTEAIPCVVGDEEVWTSDVR 
AMKVDMDICR 
CYMILFYPER 
ETLQLVDSTTSYGLTGAVFAQDK 
KEWDLKPVADR 
LLEEHSR 
LYVPQSLWPQIK 
NAAGNFYINDK 
NFHFVHSSADVDSVVSGTLR 
QLDNILDK 
QVAQNLDRFR 
RQGAGVLSVEDQNPGR 
SAFEYGGQK 
STGSVVGQQPFGGAR 
TVIQAEIDAAAELIDFFR 
VANEPILAFTQGSPERDALQK 
VGNPAEDFGTFFSAVIDAK 
VLGYNLMQAMR ox ox 
WLEHAR 
YRETLQLVDSTTSYGLTGAVFAQDK 
 

gi|135539 T-complex protein 1, alpha subunit AFHNEAQVNPER 
AFHNEAQVNPERK 
ARTSASIILR 
DDKHGGYENAVHSGALDD 
DNKQAGVFEPTIVK 
EQLAIAEFAR 



ESDITKER 
FATEAAITILR 
FATEAAITILRIDDLIK 
GANDFMCDEMER 
GANDFMCDEMER ox 
GANDFMCDEMER ox ox 
IACLDFSLQK 
ICDDELILIK 
ICDDELILIKNTK 
IHPTSVISGYR 
ILATGANVILTTGGIDDMCLK 
ILATGANVILTTGGIDDMCLK ox 
LGVQVVITDPEK 
LGVQVVITDPEKLDQIR 
LRAFHNEAQVNPER 
MLVDDIGDVTITNDGATILK 
MLVDDIGDVTITNDGATILK ox 
NLKWIGLDLVHGKPR 
QAGVFEPTIVK 
QAGVFEPTIVKVK 
QKIHPTSVISGYR 
SLHDALCVVK 
SLKFATEAAITILR 
SLLVIPNTLAVNAAQDSTDLVAK 
SQIESMLINGYALNCVVGSQGMLKR ox ox 
SQNVMAAASIANIVK 
SSLGPVGLDKMLVDDIGDVTITNDGATILK ox 
STGEAIRSQNVMAAASIANIVK 
STGEAIRSQNVMAAASIANIVK ox 
SVVPGGGAVEAALSIYLENYATSMGSR ox 
VLCELADLQDKEVGDGTTSVVIIAAELLK 
WIGLDLVHGKPR 
YFVEAGAMAVRR 
YINENLIINTDELGR 
YINENLIINTDELGRDCLINAAK 
YPVNSVNILK 
YTDIRGQPR 
 

gi|135826 Thiosulfate sulfurtransferase [Fragment] ATLNRSLLK 
EGHPVTSEPSRPEPAVFK 
GSVNVPFMNFLTEDGFEKSPEELR ox 
HVPGASFFDIEECR 
RFQLVDSR 
SLLKTYEQVLENLQSK 
TVSVLNGGFR 
TVSVLNGGFRNWLK 
TYEQVLENLQSKR 
VDLSQPLIATCR 
VDLSQPLIATCRK 
VLDASWYSPGTR 
VWWMFR ox 
YLGTQPEPDAVGLDSGHIR 
 

gi|13928716 Thyroid hormone-regulated proteinase inhibitor (Contrapsin-
like protease inhibitor 1 [Precursor] 
 

ALYQAEAFTADFQQSR 
AVLDVAETGTEAAAATGVK 
DEIQISTGNALFIEKR 
DTFQSEFYSGKR 
FSISADYNLEDVLPELGIK 
GSSMEEILEGLK ox 
IQGLITNLAKK 
KTSMVLVNYIYFK ox 
LQVLAEFQEK 
LQVLAEFQEKAK 
LSQPRDEIQISTGNALFIEK 
MQQVEASLQPETLR ox 
MQQVEASLQPETLRR 
MQQVEASLQPETLRR ox 
RLQVLAEFQEK 
VPMMKLEDLTTPYVR 
WKVPFDPR 
 

gi|13928716 Thyroid hormone-regulated proteinase inhibitor (Contrapsin-like 
protease inhibitor 1 [Precursor] 

ALYQAEAFTADFQQSR 
AVLDVAETGTEAAAATGVK 
DEIQISTGNALFIEKR 
DTFQSEFYSGKR 
FSISADYNLEDVLPELGIK 
GSSMEEILEGLK ox 
IQGLITNLAKK 
KTSMVLVNYIYFK ox 
LQVLAEFQEK 
LQVLAEFQEKAK 
LSQPRDEIQISTGNALFIEK 
MQQVEASLQPETLR ox 
MQQVEASLQPETLRR 
MQQVEASLQPETLRR ox 
RLQVLAEFQEK 
VPMMKLEDLTTPYVR 
WKVPFDPR 
 

gi|34868689 TNF receptor-associated protein 1(Heat shock protein 75 kDa, 
mitochondrial [Precursor] 

AFLEALQHQAETSSR 
AQLLQPTLEINPR 
DISEFQHEEFYR 
EELVSNLGTIAR 



EGIVTTAEQDIKEDIAK 
ELGSSVALYSR 
ELLQESALIR 
ELLQESALIRK 
FEDTSPAGER 
FFEDYGLFMR ox 
GVVDSEDIPLNLSR 
HLAEHSPYYEAMK ox 
KLLDIVAR 
LNDLLVKALER 
SDCKDFANESR 
SLYSEKEVFIR 
YESSALPAGQLTSLSDYASR 
YIAQAYDKPR 
YSNFVSFPLYLNGR 
 

gi|17433174 Transaldolase AAQTSDLEKIHLDEK 
ALAGCDFLTISPK 
FAADAIKLER 
FGYKTIVMGASFR ox 
IHLDEKAFR 
IIELYKEAGISK 
ILDWHVANTDKK 
IYNYYKK 
LLGELLKDSSK 
LSFDKDAMVAR 
LSFDKDAMVAR ox 
LSSTWEGIQAGK 
NAIDKLFVLFGAEILK 
NTGEIKALAGCDFLTISPK 
SYEPQEDPGVK 
TIVMGASFR 
TIVMGASFR ox 
WLHNEDQMAVEK ox 
WLHNEDQMAVEKLSDGIR ox 
 

gi|1174637 Transitional endoplasmic reticulum ATPase AHVIVMAATNRPNSIDPALR 
AHVIVMAATNRPNSIDPALR ox 
AIANECQANFISIK 
AVANETGAFFFLINGPEIMSK ox 
DHFEEAMR 
DVDLEFLAK 
EAVCIVLSDDTCSDEKIR 
ELQELVQYPVEHPDKFLK 
EMVELPLRHPALFK 
EMVELPLRHPALFK ox 
ESIESEIRR 
EVDIGIPDATGRLEILQIHTK 
GGNIGDGGGAADR 
GILLYGPPGTGK 
GVLFYGPPGCGK 
IVSQLLTLMDGLK ox 
IVSQLLTLMDGLKQR 
KYEMFAQTLQQSR 
KYEMFAQTLQQSR ox 
LAGESESNLR 
LAGESESNLRK 
LDQLIYIPLPDEKSR 
LGDVISIQPCPDVK 
LIVDEAINEDNSVVSLSQPK 
MDELQLFR 
MDELQLFR ox 
MTNGFSGADLTEICQR ox 
NAPAIIFIDELDAIAPK 
NAPAIIFIDELDAIAPKR 
QAAPCVLFFDELDSIAK 
RDHFEEAMR 
VINQILTEMDGMSTKK ox ox 
VRLGDVISIQPCPDVK 
WALSQSNPSALR 
 

gi|1729977 Transketolase AFGQAKHQPTAIIAK 
AVELAANTKGICFIR  
DRTVPFCSTFAAFFTR  
GITGIEDK 
GITGIEDKEAWHGKPLPK 
HQPTAIIAK 
ILATPPQEDAPSVDIANIR 
ISSDLDGHPVPK 
KAYGLALAK 
KISSDLDGHPVPK 
LAVSQVPR 
LDNLVAIFDINR 
LGHASDRIIALDGDTK 
LGQSDPAPLQHQVDVYQKR 
LILDCAR  
MFGIDKDAIVQAVK 
NMAEQIIQEIYSQVQSK 
NMAEQIIQEIYSQVQSK ox 
NPHNDRFVLSK 
NSTFSELFKK 
SGKPAELLKMFGIDK ox 
TSRPENAIIYSNNEDFQVGQAK 



TVPFCSTFAAFFTR  
VLDPFTIKPLDKK 
YFDKASYR 
 

gi|20663827 Transthyretin [Precursor] ALGISPFHEYAEVVFTANDSGHR 
FTEGVYRVELDTK 
GPGGAGESKCPLMVK 
GPGGAGESKCPLMVK ox 
GSPAVDVAVK 
GSPAVDVAVKVFK 
HYTIAALLSPYSYSTTAVVSNPQN 
KTADGSWEPFASGK 
TADGSWEPFASGK 
TAESGELHGLTTDEK 
TAESGELHGLTTDEKFTEGVYR 
VLDAVRGSPAVDVAVK 
 

gi|2494234 Trifunctional enzyme alpha subunit, mitochondrial [Precursor] AFGERFGGGSVELLK 
ALMGLYNGQVLCKK  
ALTSFER 
CLAPMMSEVIR  ox ox 
CLAPMMSEVIR ox  
DTTVTGLGR 
FVDLYGAQK 
GCICTALQLLPALLSR   
GFYIYQSGSK 
GLYPAPLK 
GQQQVFK 
ILQEGVDPK 
ISQEGQKMFEK ox 
KTVLGVPEVLLGILPGAGGTQR 
LMVSKGFLGR ox 
MFEKLEK 
MQLLEIITTDKTSK ox 
MVGVPAAFDMMLTGR ox ox ox 
NKFGAPQK 
NKNLNSEIDNILVNLR 
NLNSEIDNILVNLR 
SGKGFYIYQSGSK 
TIEYLEEVAVNFAK 
TLLKDTTVTGLGR 
TVEEKVK 
TVLGVPEVLLGILPGAGGTQR 
TVLGVPEVLLGILPGAGGTQRLPK 
VIIVVKDGPGFYTTR 
 

gi|38512111 Triosephosphate isomerase AIADNVKDWCK 
CLGELICTLNAAK 
CNVSEGVAQCTR 
DLGATWVVLGHSER 
DLGATWVVLGHSERR 
EAGITEKVVFEQTK 
ELASQPDVDGFLVGGASLKPEFVDIINAK 
ELASQPDVDGFLVGGASLKPEFVDIINAKQ 
FFVGGNWK 
FFVGGNWKMNGR 
FFVGGNWKMNGR ox 
GWLKCNVSEGVAQCTR 
HIFGESDELIGQK 
IAVAAQNCYK 
IIYGGSVTGATCK 
KFFVGGNWK 
LDEREAGITEK 
LPADTEVVCAPPTAYIDFAR 
RHIFGESDELIGQK 
TATPQQAQEVHEK 
TATPQQAQEVHEKLR 
VNHALSEGLGVIACIGEK 
VNHALSEGLGVIACIGEKLDER 
VTNGAFTGEISPGMIK ox 
VVLAYEPVWAIGTGK 
 

gi|24119203 Tropomyosin 3 AADESERGMK ox 
AREQAEAEVASLNR 
CREMDEQIR 
CREMDEQIR ox 
CTKEEHLCTQR 
EAETRAEFAER 
EQAEAEVASLNRR 
IQLVEEELDRAQER 
IQVLQQQADDAEER 
IQVLQQQADDAEERAER 
KLVIIEGDLER 
LATALQKLEEAEK 
LEEAEKAADESER 
LVIIEGDLER 
LVIIEGDLERTEER 
TIDDLEDKLK 
 

gi|111212 Tropomyosin 5 AADESERGMK ox 
AREQAEAEVASLNR 
CREMDEQIR 
CREMDEQIR ox 



CTKEEHLCTQR 
EAKHIAEEADR 
EEHLCTQR 
EMDEQIR ox 
EQAEAEVASLNR 
EQAEAEVASLNRR 
HIAEEADR 
HIAEEADRK 
IQLVEEELDR 
IQLVEEELDRAQER 
IQVLQQQADDAEER 
IQVLQQQADDAEERAER 
KIQVLQQQADDAEER 
KLVIIEGDLER 
LATALQKLEEAEK 
LEEAEKAADESER 
LVIIEGDLER 
LVIIEGDLERTEER 
MAGTTTIEAVK 
MLDQTLLDLNEM 
RIQLVEEELDR 
TIDDLEDKLK 
 

gi|29336093 Tropomyosin isoform 6 AREQAEAEVASLNR 
CREMDEQIR 
CREMDEQIR ox 
CTKEEHLCTQR 
EAETRAEFAER 
EQAEAEVASLNR 
EQAEAEVASLNRR 
IQLVEEELDRAQER 
IQVLQQQADDAEERAER 
KLVIIEGDLER 
MLDQTLLDLNEM ox ox 
TEERAELAESR 
 

gi|10881132 Tubulin alpha-1 chain AVCMLSNTTAIAEAWAR 
AVCMLSNTTAIAEAWAR ox 
AVFVDLEPTVIDEVR 
AVFVDLEPTVIDEVRTGTYR 
AYHEQLSVAEITNACFEPANQMVK ox 
EDAANNYAR 
EIIDLVLDRIR 
FDGALNVDLTEFQTNLVPYPR 
GHYTIGKEIIDLVLDR 
HGKYMACCLLYR ox 
IHFPLATYAPVISAEK 
LDHKFDLMYAK 
LDHKFDLMYAK ox 
LIGQIVSSITASLR 
NLDIERPTYTNLNR 
QLFHPEQLITGK 
QLFHPEQLITGKEDAANNYAR 
TIGGGDDSFNTFFSETGAGK 
TIGGGDDSFNTFFSETGAGKHVPR 
TIQFVDWCPTGFK 
VGINYQPPTVVPGGDLAK 
YMACCLLYR 
YMACCLLYR ox 
YMACCLLYRGDVVPK 
YMACCLLYRGDVVPK ox 
 

gi|34740335 Tubulin alpha-2 chain AVCMLSNTTAIAEAWAR 
AVCMLSNTTAIAEAWAR ox 
AVFVDLEPTVIDEVR 
FDGALNVDLTEFQTNLVPYPR 
GHYTIGKEIIDLVLDR 
IHFPLATYAPVISAEK 
LDHKFDLMYAK 
LISQIVSSITASLR 
NLDIERPTYTNLNR 
QLFHPEQLITGK 
QLFHPEQLITGKEDAANNYAR 
SIQFVDWCPTGFK 
TIGGGDDSFNTFFSETGAGK 
VGINYQPPTVVPGGDLAK 
YMACCLLYR 
YMACCLLYR ox 
 

gi|135422 Tubulin alpha-4 chain AVCMLSNTTAIAEAWAR 
AVCMLSNTTAIAEAWAR ox 
AVFVDLEPTVIDEIR 
AVFVDLEPTVIDEIRNGPYR 
AYHEQLSVAEITNACFEPANQMVK ox 
EIIDPVLDRIR 
FDGALNVDLTEFQTNLVPYPR 
IHFPLATYAPVISAEK 
LDHKFDLMYAK 
LDHKFDLMYAK ox 
LISQIVSSITASLR 
NLDIERPTYTNLNR 
QLFHPEQLITGK 
QLFHPEQLITGKEDAANNYAR 



SIQFVDWCPTGFK 
TIGGGDDSFTTFFCETGAGK 
TIGGGDDSFTTFFCETGAGKHVPR 
VGINYQPPTVVPGGDLAK 
YMACCLLYR 
YMACCLLYR ox 
YMACCLLYRGDVVPK 
 

gi|135424 Tubulin alpha-6 chain AVCMLSNTTAIAEAWAR ox 
AVFVDLEPTVIDEVR 
AYHEQLTVAEITNACFEPANQMVK ox 
DVNAAIATIK 
EDAANNYAR 
EIIDLVLDR 
EIIDLVLDRIR 
FDGALNVDLTEFQTNLVPYPR 
GHYTIGKEIIDLVLDR 
IHFPLATYAPVISAEK 
LDHKFDLMYAK 
LDHKFDLMYAK ox 
LISQIVSSITASLR 
NLDIERPTYTNLNR 
QLFHPEQLITGK 
QLFHPEQLITGKEDAANNYAR 
TIGGGDDSFNTFFSETGAGK 
TIQFVDWCPTGFK 
VGINYQPPTVVPGGDLAK 
YMACCLLYR 
YMACCLLYR ox 
 

gi|3745822 Tubulin Alpha-Beta Dimer, Electron Diffraction; ChainB TAVCDIPPR 
NMMAACDPR 
IREEYPDR 
NMMAACDPR ox 
NMMAACDPR oxox 
FPGQLNADLR 
LAVNMVPFPR 
LAVNMVPFPR ox 
ISEQFTAMFR 
YLTVAAVFRGR 
FPGQLNADLRK 
KLAVNMVPFPR 
KLAVNMVPFPR ox 
IMNTFSVVPSPK 
TAVCDIPPRGLK 
IMNTFSVVPSPK ox 
INVYYNEAAGNK 
HGRYLTVAAVFR 
ISEQFTAMFRR ox 
EVDEQMLNVQNK 
EVDEQMLNVQNK ox 
AILVDLEPGTMDSVR 
LHFFMPGFAPLTSR 
AILVDLEPGTMDSVR ox 
LHFFMPGFAPLTSR ox 
ALTVPELTQQMFDAK 
NSSYFVEWIPNNVK 
ALTVPELTQQMFDAK ox 
EIVHIQAGQCGNQIGAK 
INVYYNEAAGNKYVPR 
MSMKEVDEQMLNVQNK 
MSMKEVDEQMLNVQNK ox 
MSMKEVDEQMLNVQNK oxox 
GHYTEGAELVDSVLDVVR 
MSATFIGNSTAIQELFKR 
MSATFIGNSTAIQELFKR ox 
GHYTEGAELVDSVLDVVRK 
MREIVHIQAGQCGNQIGAK 
MREIVHIQAGQCGNQIGAK ox 
LTTPTYGDLNHLVSATMSGVTTCLR 
SGPFGQIFRPDNFVFGQSGAGNNWAK 
 

gi|3745822 Tubulin Alpha-Beta Dimer, Electron Diffraction; ChainB AILVDLEPGTMDSVR ox 
ALTVPELTQQMFDAK 
ALTVPELTQQMFDAK ox 
FPGQLNADLR 
FPGQLNADLRK 
FWEVISDEHGIDPTGSYHGDSDLQLER 
GHYTEGAELVDSVLDVVR 
GHYTEGAELVDSVLDVVRK 
HGRYLTVAAVFR 
INVYYNEAAGNK 
INVYYNEAAGNKYVPR 
IREEYPDR 
ISEQFTAMFR 
ISEQFTAMFR ox 
ISEQFTAMFRR 
ISEQFTAMFRR ox 
KLAVNMVPFPR 
KLAVNMVPFPR ox 
LAVNMVPFPR 
LAVNMVPFPR ox 
LHFFMPGFAPLTSR 



LHFFMPGFAPLTSR ox 
LTTPTYGDLNHLVSATMSGVTTCLR ox 
MREIVHIQAGQCGNQIGAK 
MREIVHIQAGQCGNQIGAK ox 
MSATFIGNSTAIQELFK ox 
MSATFIGNSTAIQELFKR 
MSATFIGNSTAIQELFKR ox 
NSSYFVEWIPNNVK 
SGPFGQIFRPDNFVFGQSGAGNNWAK 
TAVCDIPPR 
YLTVAAVFR 
 

gi|5174735 Tubulin beta chain(Tbeta-15) ALTVPELTQQMFDAK 
ALTVPELTQQMFDAK ox 
AVLVDLEPGTMDSVR 
AVLVDLEPGTMDSVR ox 
EIVHIQAGQCGNQIGAK 
EVDEQMLNVQNK ox 
FPGQLNADLR 
FPGQLNADLRK 
GHYTEGAELVDSVLDVVR 
GHYTEGAELVDSVLDVVRK 
IMNTFSVVPSPK ox 
INVYYNEATGGK 
IREEYPDR 
ISEQFTAMFR 
ISEQFTAMFR ox 
ISEQFTAMFRR ox 
KLAVNMVPFPR 
KLAVNMVPFPR ox 
LAVNMVPFPR 
LAVNMVPFPR ox 
LHFFMPGFAPLTSR 
LHFFMPGFAPLTSR ox 
MREIVHLQAGQCGNQIGAK 
MREIVHLQAGQCGNQIGAK ox 
MSATFIGNSTAIQELFK ox 
MSATFIGNSTAIQELFKR 
MSATFIGNSTAIQELFKR ox 
NMMAACDPR ox 
NMMAACDPR ox ox 
NSSYFVEWIPNNVK 
TAVCDIPPR 
YLTVAAVFR 
 

gi|21361322 Tubulin, beta 5 (TUBB5 protein) AVLVDLEPGTMDSVR ox 
FPGQLNADLRK 
ISEQFTAMFR ox 
LAVNMVPFPR ox 
LHFFMPGFAPLTSR ox 
MAATFIGNSTAIQELFK 
TAVCDIPPR 
YLTVAAVFR 
 

gi|6562847 Type A/B hnRNP p38 EVYQQQQYGSGGR 
EVYQQQQYGSGGRGNR 
FGEVVDCTIKMDPNTGR ox 
FHTVSGSKCEIK 
GFGFILFKDSSSVEK 
IFVGGLNPEATEEKIR 
RGGHQNNYKPY 
SRGFGFILFK 
VAQPKEVYQQQQYGSGGR 
VLDQKEHR 
 

gi|34866355 Ubiquinol-cytochrome c reductase core protein I APRMVLAAAGGVK ox 
EHTAYLIK 
EVESIGAHLNAYSTR 
IEEVDAQMVR 
LCTSATESEVTR 
LSRTDLTDYLSR 
NALISHLDGTTPVCEDIGR 
NNGAGYFLEHLAFK 
NNGAGYFLEHLAFKGTK 
NRPGNALEKEVESIGAHLNAYSTR 
SGMFWLRF 
SGMFWLRF ox 
SLLTYGRR 
TDLTDYLSR 
VASEQSSHPTCTVGVWIDVGSR 
VVELLADIVQNISLEDSQIEKER 
YETEKNNGAGYFLEHLAFK 
YFYDQCPAVAGYGPIEQLSDYNR 
 

gi|136708 Ubiquinol-cytochrome c reductase iron-sulfur subunit, 
mitochondrial [Precursor] 

DPQHDLER 
EIDQEAAVEVSQLR 
EIDQEAAVEVSQLRDPQHDLER 
GKPLFVRHR 
KGFSYLVTATTTVGVAYAAK 
NAVSQFVSSMSASADVLAMSK ox ox 
NMAFKWR 
NMAFKWR ox 
RAEVLDSTK 



SSKESSEAR 
VPDFSDYR 
VPDFSDYRR 
WRGKPLFVR 
 

gi|13786146 UDP-glucose 6-dehydrogenase AADLKYIEACAR  
AVQALCAVYEHWVPKEK  
DTGDTRESSSIYISK 
EQIVVDLSHPGVSADDQVSR 
FSLQDPPNKKPK 
IAILGFAFKK 
IGNKFLK 
ILTTNTWSSELSK 
ISSINSISALCESTGADVEEVATAIGMDQR  
IVQNSNGYKIVTEK 
LAANAFLAQR 
MCPEIRVTVVDVNEAR  
MLKPAFIFDGR ox 
MLKPAFIFDGRR 
MLKPAFIFDGRR ox 
NPDRVLIGGDETPEGQR 
RIPYTPGEIPK 
RIVQNSNGYK 
VLDGLHNELQTIGFQIETIGKK 
VLIGGDETPEGQR 
VPREQIVVDLSHPGVSADDQVSR 
VTVVDVNEAR 
YIEACAR  
YLMDEGAHLHIYDPK ox 
YWQQVIDMNDYQR 
 

gi|21314832 UDP-glucose pyrophosphorylase 2 AHVDEFKSVSK 
AMSQDGASQFQEVILQELELSVKK ox 
CEFVMEVTNKTR ox 
EFPTVPLVK 
FKIFNTNNLWISLGAVK 
FLQEKGPSVDWGK 
GGTLTQYEGKLR 
GLPDNISSVLNKLVVVK 
GTVIIIANHGDRIDIPPGAVLENK 
ILQKYNHCR 
INKESLLPIAK 
IQRPPEDSIQPYEK 
IQRPPEDSIQPYEKIK 
IYTFNQSR 
IYTFNQSRYPR 
LGSSFTKVQDYLR 
LQEQNAIDMEIIVNPK ox 
LRLVEIAQVPK 
NENTFLDLTVQQIEHLNK 
RCEFVMEVTNK ox 
REFPTVPLVK 
RLQEQNAIDMEIIVNPK 
RLQEQNAIDMEIIVNPK ox 
SFENSLGINVPR 
SLIGVRNENTFLDLTVQQIEHLNK 
TLDGGLNVIQLETAVGAAIK 
TTSDLLLVMSNLYSLNAGSLTMSEK ox ox 
TYNTDVPLVLMNSFNTDEDTKK ox 
VKIYTFNQSR 
VQDYLRR 
 

gi|13384768 Ufm1-conjugating enzyme 1 DRELWVQR 
EEYQSLIRYVENNK 
GGKICLTDHFKPLWAR  
ICLTDHFKPLWAR  
LKEEYQSLIR 
RVVSEIPVLK 
VVSEIPVLK 
 

gi|20071838 Ugp2 protein ARGLPDNISSVLNK 
CEFVMEVTNK ox 
FLQEKGPSVDWGK 
GGTLTQYEGK 
GGTLTQYEGKLR 
GLPDNISSVLNKLVVVK 
GTVIIIANHGDRIDIPPGAVLENK 
ILQKYNHCR 
INKESLLPIAK 
IQRPPEDSIQPYEK 
IYTFNQSR 
IYTFNQSRYPR 
LGSSFTKVQDYLR 
LQEQNAIDMEIIVNPK ox 
LRLVEIAQVPK 
LVEIAQVPK 
NENTFLDLTVQQIEHLNK 
RCEFVMEVTNK ox 
REFPTVPLVK 
RFESIPDMLELDHLTVSGDVTFGK ox 
RLQEQNAIDMEIIVNPK 
RLQEQNAIDMEIIVNPK ox 
SFENSLGINVPR 



SLIGVRNENTFLDLTVQQIEHLNK 
TLDGGLNVIQLETAVGAAIK 
TYNTDVPLVLMNSFNTDEDTKK ox 
VKIYTFNQSR 
VQDYLRR 
 

gi|27715743 
 

UMP-CMP kinase ADVSFVLFFDCNNEICIDR 
EMDQTMAANAQK ox ox 
FLIDGFPR 
IQTYLESTKPIIDLYEEMGK ox 
IQTYLESTKPIIDLYEEMGKVK 
IQTYLESTKPIIDLYEEMGKVK ox 
IVEKYGYTHLSAGELLR 
IVPVEITISLLK 
IVPVEITISLLKR 
KNPDSQYGELIEK 
MKPLVVFVLGGPGAGK 
MKPLVVFVLGGPGAGK ox 
MKPLVVFVLGGPGAGKGTQCAR 
MKPLVVFVLGGPGAGKGTQCAR ox 
NKFLIDGFPR 
NQDNLQGWNK 
NQDNLQGWNKTMDGK ox 
RIQTYLESTKPIIDLYEEMGK ox 
SDDNRESLEK 
SVDEVFGDVMK 
SVDEVFGDVMK ox 
YGYTHLSAGELLR 
YGYTHLSAGELLRDER 
 

gi|26326711 Unnamed protein product 
(Neutral alpha-glucosidase AB [Precursor] ) 

AHAHLDTGRR 
DAVHYGGWEHR 
DIHNIYGLYVHMATADGLIQR ox 
FGAVWTGDNTAEWDHLK 
HHGPQTLYLPVTLSSIPVFQR 
IILTAQPFRLDLLEDR 
IRIDELEPR 
LKVTEGGEPYR 
LVAIVDPHIK 
LVAIVDPHIKVDSGYR 
MLDYLQGSGETPQTDIR 
MLDYLQGSGETPQTDIR ox 
NPEPELLVR 
SGGIERPFVLSR 
SIRPGLSPYR 
VDSGYRVHEELR 
VHEELRNHGLYVK 
VLLVLELQGLQK 
VTEGGEPYR 
VVIMGAGKPAAVVLQTK 
VVIMGAGKPAAVVLQTK ox 
WYQMGAYQPFFR ox 
 

gi|57233 Unnamed protein product ALYQAEAFVADFK 
AVLDVDETGTEGAAATAVTAALK 
DTLPHEDQGKGR 
FSISTDYNLEEVLPELGIR 
FSISTDYNLEEVLPELGIRK 
IAELFSELDER 
IFSQQADLSR 
IISELRMPK 
IISELRMPK ox 
KIFSQQADLSR 
LSQPEDQAEINTGSALFIDKEQPILSEFQEK 
MQQVESSLQPETLKK 
NLHVSQVVHK 
WKDSLRPR 
 

gi|26341396 Unnamed protein product (Albumin 1) AETFTFHSDICTLPEKEK 
AFKAWAVAR 
APQVSTPTLVEAAR 
CCSGSLVER 
CCTLPEDQRLPCVEDYLSAILNR 
CSYDEHAK 
CSYDEHAKLVQEVTDFAK 
DVFLGTFLYEYSR 
ENPTTFMGHYLHEVAR 
ENPTTFMGHYLHEVAR ox 
GLVLIAFSQYLQK 
HKPKATAEQLK 
HPDYSVSLLLR 
KYEATLEK 
LPCVEDYLSAILNR 
LQTCCDKPLLK 
LQTCCDKPLLKK 
LSQTFPNADFAEITK 
LVQEVTDFAK 
QEPERNECFLQHK 
QTALAELVK 
RHPDYSVSLLLR 
RPCFSALTVDETYVPK 
RPCFSALTVDETYVPKEFK 
SLHTLFGDK 



SLHTLFGDKLCAIPNLR 
TNCDLYEKLGEYGFQNAILVR 
TVMDDFAQFLDTCCK ox 
VCLLHEKTPVSEHVTK 
YMCENQATISSK ox 
YTQKAPQVSTPTLVEAAR 
 

gi|1334284 Unnamed protein product (Heat shock 60) AAVEEGIVLGGGCALLR 
ALKIPAMTIAK 
ALKIPAMTIAK ox 
ALMLQGVDLLADAVAVTMGPK 
ALMLQGVDLLADAVAVTMGPK ox 
ALMLQGVDLLADAVAVTMGPK ox ox 
APGFGDNRK 
CEFQDAYVLLSEK 
CEFQDAYVLLSEKK 
CIPALDSLKPANEDQK 
DMAIATGGAVFGEEGLNLNLEDVQAHDLGK 
FDRGYISPYFINTSK 
GANPVEIRR 
GIIDPTKVVR 
GQKCEFQDAYVLLSEK 
GRTVIIEQSWGSPK 
GVMLAVDAVIAELK ox 
GVMLAVDAVIAELKK 
GVMLAVDAVIAELKK ox 
GYISPYFINTSK 
IGIEIIKR 
ILQSSSEVGYDAMLGDFVNMVEK ox 
IQEITEQLDITTSEYEKEK 
ISKGANPVEIR 
ISSVQSIVPALEIANAHR 
KISSVQSIVPALEIANAHR 
KPLVIIAEDVDGEALSTLVLNR 
LVQDVANNTNEEAGDGTTTATVLAR 
NAGVEGSLIVEK 
SIAKEGFEK 
TALLDAAGVASLLTTAEAVVTEIPK 
TLNDELEIIEGMKFDR 
TLNDELEIIEGMKFDR ox 
TVIIEQSWGSPK 
VGEVIVTKDDAMLLK 
VGEVIVTKDDAMLLK ox 
VGLQVVAVKAPGFGDNR 
VTDALNATR 
VTKDGVTVAK 
 

gi|12847638 Unnamed protein product (Phosphoglucomutase) ADNFEYSDPVDGSISK 
ADNFEYSDPVDGSISKNQGLR 
DLEALMLDR 
DLEALMLDR ox 
FFGNLMDASK 
FFGNLMDASK ox 
FNISNGGPAPEAITDK 
FYMTEAIQLIVR 
FYMTEAIQLIVR ox 
IALYETPTGWK 
IDAMHGVVGPYVK ox 
IDAMHGVVGPYVKK 
INQDPQVMLAPLISIALK ox 
IRIDAMHGVVGPYVK ox 
LSGTGSAGATIR 
LSLCGEESFGTGSDHIR 
LVIGQNGILSTPAVSCIIR 
LYIDSYEK 
NFFTRYDYEEVEAEGANK 
NIFDFNALK 
NIFDFNALKELLSGPNR 
QFSANDKVYTVEK 
QQFDLENK 
QSVEDILKDHWQK 
SGEHDFGAAFDGDGDRNMILGK ox 
SMPTSGALDR 
SMPTSGALDRVANATK 
TIEEYAICPDLK 
TQAYPDQKPGTSGLRK 
YDYEEVEAEGANK 
 

gi|137108 Uricase AHVYVEEVPWK 
AHVYVEEVPWKR 
DQFTTLPEVKDR 
DRCFATQVYCK 
DVDFEATWGAVR 
DVDFEATWGAVRDIVLK 
DYLHGDNSDIIPTDTIK 
DYLHGDNSDIIPTDTIKNTVHVLAK 
EVATSVQLTLR 
FAGPYDRGEYSPSVQK 
GEYSPSVQK 
HVHAFIHTPTGTHFCDVEQVR 
KDYLHGDNSDIIPTDTIK 
KFAGPYDR 
MGLINKEEVLLPLDNPYGK 



MGLINKEEVLLPLDNPYGK ox 
NDEVEFVR 
NGPPIIHSGIK 
NGPPIIHSGIKDLK 
NGVKHVHAFIHTPTGTHFCDVEQVR 
SIETFAMNICEHFLSSFSHVTR ox 
TGYGKDMVK ox 
TTQSGFEGFIK 
TTQSGFEGFIKDQFTTLPEVK 
VLKTTQSGFEGFIK 
YHSIKEVATSVQLTLR 
YQNRDVDFEATWGAVR 
 

gi|401365 Vimentin DGQVINETSQHHDDLE 
DVRQQYESVAAK 
ETNLESLPLVDTHSK 
ETNLESLPLVDTHSKR 
EYQDLLNVK 
FADLSEAANR 
FADLSEAANRNNDALR 
FANYIDKVR 
HLREYQDLLNVK 
ILLAELEQLKGQGK 
ISLPLPNFSSLNLR 
KLLEGEESR 
LGDLYEEEMR 
LGDLYEEEMR ox 
LGDLYEEEMRELR ox 
LLQDSVDFSLADAINTEFK 
LLQDSVDFSLADAINTEFKNTR 
LQDEIQNMKEEMAR ox ox 
LRSSMPGVR 
LRSSMPGVR ox 
MALDIEIATYR 
MALDIEIATYR ox 
MALDIEIATYRK 
MALDIEIATYRK ox 
MFGGSGTSSRPSSNR ox 
MSTRSVSSSSYR ox 
NLQEAEEWYKSK 
QDVDNASLAR 
QESNEYRR 
QQYESVAAK 
QVQSLTCEVDALKGTNESLER 
RMFGGSGTSSRPSSNR ox 
SLYSSSPGGAYVTR 
SVSSSSYRR 
TNEKVELQELNDR 
TYSLGSALRPSTSR 
VESLQEEIAFLKK 
VEVERDNLAEDIMR 
 

gi|31543942 Vinculin AANFENHSGR 
AAVHLEGKIEQAQR 
AIPDLTAPVAAVQAAVSNLVR 
ALASQLQDSLKDLK 
ALIQCAKDIAK 
DTEAMKR 
EAFQPQEPDFPPPPPDLEQLR 
ELTPQVISAAR 
EVENSEDPKFR 
GILSGTSDLLLTFDEAEVR 
GILSGTSDLLLTFDEAEVRK 
ILSTVKATMLGR ox 
IRTDAGFTLR 
IRTNLLQVCER 
LANVMMGPYRQDLLAK ox ox 
LLAVAATAPPDAPNR 
LLAVAATAPPDAPNREEVFDER 
MIDERQQELTHQEHR ox 
MLGQMTDQVADLR ox 
MSAEINEIIR ox 
NQGIEEALKNR 
SFLDSGYR 
SLGEIAALTSK 
SLLDASEEAIK 
TNLLQVCERIPTISTQLK 
VAMANIQPQMLVAGATSIAR ox ox 
WIDNPTVDDRGVGQAAIR 
 

gi|203941 Vitamin D-binding protein [Precursor] CCSINSPPR 
DLCGQSATQAMDQYTFELSR ox 
ECCDTQDSVSCFSTQSPLMKR ox 
ELPEHTLK 
KFPSSTFEQVSQLVK 
LQMKQLSLLTTMSNR 
MPNASPEELADMVAK ox ox 
QLSLLTTMSNR 
QLSLLTTMSNR ox 
RTQVPEVFLSK 
SCESDAPFPVHPGTSECCTK 
SLSLILYSR 
TKMPNASPEELADMVAK 



TKMPNASPEELADMVAK ox 
TKMPNASPEELADMVAK ox ox 
TQVPEVFLSK 
VCQELSTLGKDDFR 
VCSQYAAYGK 
VCSQYAAYGKEK 
VLDTTLKTLR 
VLVLLLALAFGHALERGR 
VPTANLEDVLPLAEDLTEILSR 
YCSSQIDAEMR 
YCSSQIDAEMR ox 
YCSSQIDAEMRDILQS 
YCSSQIDAEMRDILQS ox 
 

gi|46397782 Voltage-dependent anion-selective channel protein 1 EHINLGCDVDFDIAGPSIR  
GALVLGYEGWLAGYQMNFETSK ox 
GLKLTFDSSFSPNTGK 
GYGFGLIKLDLK 
KLETAVNLAWTAGNSNTR 
LETAVNLAWTAGNSNTR 
LTFDSSFSPNTGKK 
LTLSALLDGKNVNAGGHK 
SENGLEFTSSGSANTETTK 
SENGLEFTSSGSANTETTKVNGSLETK 
SRVTQSNFAVGYK 
TDEFQLHTNVNDGTEFGGSIYQK 
TKSENGLEFTSSGSANTETTK 
VNNSSLIGLGYTQTLKPGIK 
WNTDNTLGTEITVEDQLAR 
WTEYGLTFTEK 
YQVDPDACFSAK  
 

gi|46397780 Voltage-dependent anion-selective channel protein 2 DIFNKGFGFGLVK 
GFGFGLVKLDVK 
LTFDTTFSPNTGK 
LTFDTTFSPNTGKK 
LTLSALVDGK 
LTLSALVDGKSFNAGGHK 
SCSGVEFSTSGSSNTDTGK 
SCSGVEFSTSGSSNTDTGKVSGTLETK 
SFNAGGHKLGLALELEA 
TGDFQLHTNVNNGTEFGGSIYQK 
VCEDFDTSVNLAWTSGTNCTR 
VNNSSLIGVGYTQTLRPGVK 
WCEYGLTFTEK 
YKWCEYGLTFTEK 
YQLDPTASISAK 
 

gi|802111 Zero beta-globin [Fragment] EFTPSAQAAFQK 
FGDLSSVSAIMGNPQVK ox 
GTFASLSELHCDKLHVDPENFR 
LHVDPENFR 
VHLTDAEKATVNGLWGK 
VINAFDDGLKHLDNLK 
VNPVEIGAESLASLLIVYPWTQR 
VVAGVASALAHKYH 

 
 
 
 


