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Figure S-1 (A-H): Uncropped blots corresponding to Fig. 3D, 4A-D and 5A-C. 

Figure S-1 (I): mGluR5 expression in wild-type and APPswe/PS1ΔE9 mice  
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Figure S-1: Uncropped blots corresponding to (A) Fig. 3D (B) Fig. 4A, (C) Fig. 4B, (D) Fig. 4C, 

(E) Fig. 4D, (F) Fig. 5A, (G) Fig. 5B and (H) Fig 5C with the corresponding molecular weight 

markers. NS denotes non-specific bands. (I) Uncropped representative western blots and mean 

± SD of mGluR5 total expression in brain lysates from age-matched wildtype (Wt) and 

APPswe/PS1ΔE9 (APP) mice after either a 24 week or 36 week treatment with either vehicle or 

CTEP (2mg/Kg). Values were expressed as a fraction of 24 week, vehicle-treated Wt values. Total 

mGluR5 expression was normalized to vinculin (n=4 for each group).   


