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Figure S1. Plot of the change in absorption spectrum at

650 nm as a function of concentration as Zn(Il) is added

to Co(II)-CPSF30-ZK. The data were fit to yield an upper

limit dissociation constant, Ky, of 9.40 (x0.17) x 10-* M.

The solid line represents a nonlinear least-squares fit to a

competitive binding model.
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Figure S2. Fluorescence Anisotropy (FA) monitored binding of Zn(II)-CPSF30-ZK to ARE; (purple
squares) and polyU»4 (orange circles). An average of two representative titrations are plotted and error

is shown as standard error of the mean (SEM).
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Figure S3. (A) Plot of the change in absorption as Co(Il)-CPSF30-F2F3 is titrated with

ZnCl,. The experiment was performed in 200 mM HEPES, 100 mM NaCl buffer at a pH

of 7.5. (B) Plot of the change in absorption spectrum at 650 nm as a function of

concentration as zinc(Il) is added to Co(Il)-CPSF30-F2F3. The data was fit to yield an

upper limit dissociation constant, Ky, of 3.38 (+ 2.49) x 10-'* M. The solid line represents

a nonlinear least-squares fit to the competitive binding model.
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Figure S4. CD Spectra of 15.5 pM apo-CPSF30-F2F3 (blue) overlaid with 15.5 uM Zn(II)-CPSF30-

F2F3 (red). CD experiments were performed in 10 mM sodium phosphate buffer, pH 7.5
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Figure S5. Fluorescence Anisotropy (FA) monitored binding of Zn(II)-CPSF30-F2F3 to ARE;
(bright red diamonds), AAUpy (black circles), AAU, (orange squares), AAU (green diamonds), a-
syna4 (sky blue triangle), three other a-synz4 stocks (pink circles, purple squares, line green triangles),
and a-synso (burnt red diamonds). RNAs ARE;, AAUy, AAU1», AAU»4, and a-syny4 were prepared in
200 mM HEPES, 100 mM NaCl, 0.05 mg/mL bovine serum albumin (BSA), pH 7.5. Three additional
RNA stocks of a-synz4 and one of a-synso were prepared in 200 mM HEPES, 50 mM NacCl, 0.05

mg/mL bovine serum albumin (BSA), pH 8.0. No binding is observed using any RNAs.
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