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Supplementary Figure 1. Progression cascade for the HTS. (A) Schematic representation of the two assays used to triage compounds.1 (B) Progression 
cascade of the screening with the number of compounds selected and selection criteria for each of the steps. 
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Supplementary Table 1. Results for Non Selective Proteasome Inhibitors. Non-selective proteasome inhibitors identified in the study. Results in AMC assay 
for human THP1 and P. falciparum samples are shown. 

 

   Proteasome activity assays Selectivity index 

Compound Structure Reported pEC50 
whole cell 3D7A18 

pIC50 THP1 pIC50 P. falciparum 
β5 β1 β2 

β5 β1 β2 β5 β1 β2 

TCMDC-136816 

  

5.98 4.85 4.72 4.34 4.51 4.51 4.57 -0.34 -0.21 0.23 

TCMDC-137137 

  

6.30 4.41 4.53 4.36 4.30 4.28 4.22 -0.12 -0.25 -0.14 

TCMDC-124100 

  

6.35 <4 4.38 <4 4.34 <4 <4 0.34 -0.38 0.00 

TCMDC-132465 

  

6.12 <4 4.27 <4 4.59 <4 <4 0.59 -0.27 0.00 
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TCMDC-133098 

  

6.16 4.23 4.43 5.25 4.56 4.48 5.07 0.34 0.05 -0.19 

TCMDC-124167 

  

6.07 4.37 4.29 <4 4.64 4.32 4.42 0.27 0.04 0.42 

TCMDC-135025 

  

6.29 4.24 4.36 <4 4.29 4.52 <4 0.06 0.16 0.00 

TCMDC-137320 

  

5.99 4.51 4.62 4.38 5.67 4.74 4.54 1.16 0.12 0.17 

TCMDC-139077 

  

6.14 4.27 4.28 4.13 4.28 4.24 <4 0.01 -0.04 -0.13 

TCMDC-124009 

  

6.47 4.42 4.50 4.28 4.33 4.42 4.33 -0.09 -0.08 0.05 
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