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Supplementary Figure 1. Progression cascade for the HTS. (A) Schematic representation of the two assays used to triage compounds.! (B) Progression

cascade of the screening with the number of compounds selected and selection criteria for each of the steps.
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Supplementary Table 1. Results for Non Selective Proteasome Inhibitors. Non-selective proteasome inhibitors identified in the study. Results in AMC assay
for human THP1 and P. falciparum samples are shown.

Proteasome activity assays Selectivity index

R ted pEC50
Compound Structure whec?lzrceell 2D7A18
TCMDC-136816 OO 5.98 4.85 4.72 4.34 4.51 4.51 4.57 -0.34 -0.21 0.23
.
O
Rs
TCMDC-137137 S 6.30 4.41 4.53 4.36 4.30 4.28 4.22 -0.12 -0.25 -0.14
el
T
TCMDC-124100 O v 6.35 <4 4.38 <4 4.34 <4 <4 0.34 -0.38 0.00
I
TCMDC-132465 EJE)‘\()/@ 6.12 <4 4.27 <4 4.59 <4 <4 0.59 -0.27 0.00
\ 0
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TCMDC-133098 j@ i 6.16 423 | 443 | 525 | 456 | 448 | 507 | 034 | 005 | -0.19
TCMDC-124167 S0 6.07 437 | 429 | <4 | 464 | 432 | 442 | 027 | 004 | 0.42
ot

TCMDC-135025 C%Lﬁw ~ 6.29 424 | 436 | <4 | 429 | 452 | <4 | 006 | 0.16 | 0.00
< 0 \cH

TCMDC-137320 \fii d L\r - 5.99 451 | 462 | 438 | 567 | 474 | 454 | 116 | 012 | 0.17

TCMDC-139077 | | o @ 6.14 427 | 428 | 413 | 428 | 424 | <4 | 001 | -0.04 | -0.13
o § NG NN

TCMDC-124009 j\%@; 6.47 442 | 450 | 428 | 433 | 442 | 433 | -0.09 | -0.08 | 0.05
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