1  Table S1 One hundred and twenty genotypes mainly coming from the peanut mini core accession used
2 for GWAS analysis related with elemental accumulation.

Code PI no. Botanical Origin Genotype Number
variety name in
structure
G-001  PI152146 fastigiata Uruguay Turkestan B 23
G-002  PI158854 fastigiata China N/A 60
Taiwan
Kotsubu No.
G-003  PI200441 fastigiata Japan 13 9
G-004  PI259617 fastigiata Cuba No. 15233 37
Japanese
G-005  PI259836 fastigiata Malawi Bunch 52
G-006  PI262038 fastigiata Brazil R.C.M. 544 24
G-007  PI290566 fastigiata India S135 3
G-008  PI290620 fastigiata Argentina S189 2
G-009  PI295730 fastigiata India A.H.45 76
G-010  PI313129 fastigiata Taiwan 101 20
G-011  PI337406 fastigiata Paraguay Fav 153 15
G-012  PI339960 fastigiata Argentina N/A 119
G-013  PI343398 fastigiata Israel Fav 153 6
G-014  PI356004 fastigiata Argentina Mf£.67 XM 27 33
Valencia
G-015  PI429420 fastigiata Zimbabwe Bassanga &9
G-016 PI471954 fastigiata Zimbabwe 31/7/28 87
ICG 2716
G-017  PI478850 fastigiata Uganda (EC76446) 77
G-018  PI482189 fastigiata Zimbabwe Kasawaira 79
G-019  PI502040 fastigiata Peru SPZ 469-1 114
G-020  PI475863 fastigiata Bolivia US 216 106
G-021  PI475918 fastigiata Bolivia US 331 65
G-022  PI476025 fastigiata Peru US 413 71
G-023  PI493329 fastigiata Argentina RCM 21 82
G-024  PI493356 fastigiata Argentina RCM 48 84
G-025  PI493547 fastigiata Argentina RCM 239 34
G-026  PI493581 fastigiata Argentina RCM 273 98
G-027  PI493631 fastigiata Argentina RCM 323 100
G-028  PI493693 fastigiata Argentina RCM 385 78
G-029  PI493717 fastigiata Argentina RCM 409 101
G-030  PI493729 fastigiata Argentina RCM 421 102
G-031  PI493880 fastigiata Argentina RCM 572 103
G-032  PI493938 fastigiata Argentina RCM 630 80
G-033  PI159786 hypogaea Senegal N/A 16
G-034  PI162655 hypogaea Uruguay 117 22
G-035  PI162857 hypogaea Sudan American 74
Cote 41-48
G-036  PI196622 hypogaea D'lvoire 93
G-037  PI196635 hypogaea Madagascar 47-16 10
Natal
G-038  PI240560 hypogaea South Africa Common 72
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4  Table S2. The distribution of the QTLs associated with elemental accumulation on peanut linkage groups.

A sub-genome B Ca Cu Fe K Mg Mn Mo Na Ni P S Zn Total

Linkage Group

A01 34 2 1 3 3 1 44
A02 3 1 5 3 3 1 1 1 18
A03 20 1 2 2 3 14 8 50
A04 34 4 3 4 1 2 48
A0S 65 4 11 1 2 3 2 88
A06 14 1 2 5 1 2 25
A07 6 1 3 11
A08 5 1 1 1 8
A09 3 1 9 1 2 2 18
Al0 7 1 3 4 1 2 1 7 26
BO1 27 2 1 2 1 1 34
B02 6 3 1 1 6 17
B03 21 5 3 2 1 19 13 2 66
B04 6 1 1 2 1 11
BO5 15 5 4 3 2 1 1 5 36
B06 28 2 11 4 7 1 3 4 60
B07 12 1 1 3 10 14 41
BO8 12 3 2 8 5 2 1 3 36
B09 19 1 43 1 13 1 2 1 1 1 3 1 87
B10 13 2 5 3 1 6 3 7 2 34 76
Total 345 25 54 35 68 20 5 37 80 47 28 46 10 800




6  Table S3. The distribution of the significant QTLs associated with elemental accumulation on peanut
7  linkage groups.

A sub-genome B Cu Na S Zn Total
Linkage Group

A0l 1 1

A02
A03
A04
A05
A06
A07
A08
A09
Al10 2

BO1 1
B02 1
B03
B04
B05
B06
B07
B08
B09
B10
Total
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10  Table S4. The distribution of the significant genes associated with elements on peanut linkage groups.

A sub-genome B Cu Na S Zn Total

Linkage Group
A01 1 1
A02
A03
A04 1 3 4
A0S 20 10 30
A06 2 2
A07 2 2
A08 10 10
A09
A10 3 3
BO1 6 6
B02
B03
B04 8 8
BO5 14 4 18
B06 2 8 10
B07
BO8
B09 7 7
B10 6 3 9
Total 61 7 35 3 4 110
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