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Supporting Information

Figure captions

Supplementary Figure S1. SDS-PAGE analysis of crude enzyme and purified 

enzyme. 

Supplementary Figure S2. TLC analysis of GOS synthesized by C510V and H512I 

with 40% (w/v) lactose as a substrate.

Supplementary Figure S3. Kinetics of the GOS formation in milk catalyzed by 

Bgal1-3 (A), C510V (B) and H512I (C).

Supplementary Figure S4. Multiple sequence alignment of GH2 β-galactosidases 

with the ability to synthesize GOS.
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Figure S1. 
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Figure S2.
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Figure S3.
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Figure S4.
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Table S1. Primers used for the construction of mutants.

Primers Sequence (5’ – 3’)
D124I-F CAGATC ATC TACCTGACCTATG
D124V-F CAGATC GTG TACCTGACCTATG
D124K-F CAGATC AAA TACCTGACCTATG
D124-R GCCGCCGAAGGGCGGGATCTCGGGG
H306I-F CACCTCG ATC TATCCGCAGTCGCACTGG
H306V-F CACCTCG GTG TATCCGCAGTCGCACTGG
H306K-F CACCTCG AAA TATCCGCAGTCGCACTGG
H306-R CGGACGATGTTGAGGTGAAGCTGGT
G452I-F GGC ATC CACATGTACCCCACCAAGG
G452V-F GGC GTG CACATGTACCCCACCAAGG
G452K-F GGC AAA CACATGTACCCCACCAAGG
G452-R ATATTCGGTGATCATGTAGGGAACG
H453I-F GGG ATC ATGTACCCCACCAAGGTGC
H453V-F GGG GTG ATGTACCCCACCAAGGTGC
H453K-F GGG AAA ATGTACCCCACCAAGGTGC
H453-R GCCATATTCGGTGATCATGTAGGGA
F503I-F GAC ATC GGCTCCGGCGACCGCATCT
F503V-F GAC GTG GGCTCCGGCGACCGCATCT
F503K-F GAC AAA GGCTCCGGCGACCGCATCT
F503-R CTTGTGGGTGTTGTAGTCGAAGGC
C510I-F CATC ATC CACCACGGCGTCATGGAC
C510V-F CATC GTG CACCACGGCGTCATGGAC
C510K-F CATC AAA CACCACGGCGTCATGGAC
C510-R CGGTCGCCGGAGCCGAAGTCCTTG
H512I-F GCCAC ATC GGCGTCATGGACATGTT
H512V-F GCCAC GTG GGCGTCATGGACATGTT
H512K-F GCCAC AAA GGCGTCATGGACATGTT
H512-R AGATGCGGTCGCCGGAGCCGAAGTC


