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Table S1. IPA analysis of proteins with higher abundance in the cancer draining vein 
compared to the non-cancer draining vein.

Associated network functions Number of 
associated 

proteins 
Cardiovascular System Development and Function, Cellular Movement, Cancer 26
Lipid Metabolism, Small Molecule Biochemistry, Cardiovascular Disease 22
Cellular Movement, Cellular Development, Tissue Development 17
Cancer, Cardiovascular Disease, Cell Death and Survival 2
Cardiovascular Disease, Cell Death and Survival, Connective Tissue Disorders 2

Top diseases and disorders p value
Cancer 0.048
Organismal injury and abnormalities 0.048
Inflammatory disease 0.030
Respiratory disease 0.048
Endocrine system disorders 0.048

Table S2. IPA analysis of proteins with higher abundance in the cancer draining vein 
compared to the artery.

Associated network functions Number of 
associated 

proteins
RNA Damage and Repair, Inflammatory Response, Cell Cycle 20
Inflammatory Response, Organismal Injury and Abnormalities, Cell Death and Survival 15
Cardiovascular System Development and Function, Embryonic Development, 
Nervous System Development and Function

2

Cancer, Cell Death and Survival, Cellular Development 2
Cellular Movement, Hematological System Development and Function, Cancer 2

Top diseases and disorders p value
Cancer 0.049
Cardiovascular disease 0.037
Connective tissue disorders 0.038
Dermatological diseases and conditions 0.049
Endocrine system disorders 0.043
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Table S3. IPA analysis of proteins with significant differential abundance in patients 
within 1 year of cancer diagnosis

Associated network functions Number of 
associated 

proteins
Organismal Survival, Dermatological Diseases and Conditions, Organismal Injury and 
Abnormalities

37

Cellular Movement, Cellular Development, Cellular Growth and Proliferation 24
Cellular Growth and Proliferation, Cell Cycle, Cellular Movement 18
Cancer, Organismal Injury and Abnormalities, Cell Death and Survival 14
RNA Post-Transcriptional Modification, Connective Tissue Disorders, Developmental 
Disorder

2

Top diseases and disorders p value
Organismal injury and abnormalities 0.006
Gastrointestinal disease 0.013
Connective tissue disorders 0.014
Dermatological diseases and conditions 0.014
Developmental disorder 0.014


