
Table S1. The results of AK docking with antisense peptide.  

Antisense peptide a Position Binding energy (kcal/mol)

VGIA 113-116 ,,2.16

HDGSA 119-123 ,-2.32

DGSAY 120-124 13.15

GSAYT 121-125 ,-0.66

SAYTA 122-126 ,,3.22

AYTAA 123-127 15.39

AGHLA 128-132 ,,6.01

GHLAV 129-133 34.68

EVGA 135-138 ,,8.21

LLHLG 145-149 12.17

LHLGL 146-150 ,,0.62

HLGLN 147-151 ,-4.72

LGLNG 148-152 ,,3.13

GLNGG 149-153 ,-3.52

GSATA 204-208 ,,7.86

SATAD 205-209 ,-0.71

VVVVL 211-215 ,,0.12
 

a The bold types were the antisense peptide screened as peptide aptamers. 

 

 

 

 



Figure S1 

 

The 3D and 2D structural analysis of AK docking with peptide aptamer HDGSA. 

A, Overall 3D diagram of docking results.  

B, Local enlarged view of docking results.  

The blue color mean the first linear epitope of AK, the green color mean peptide HDGSA. 

C, 2D diagram of docking results. 

 

 

 



 

Figure S2 

 

The 3D and 2D structural analysis of AK docking with peptide aptamer GSAYT. 

A, Overall 3D diagram of docking results.  

B, Local enlarged view of docking results.  

The blue color mean the first linear epitope of AK, the red color mean peptide GSAYT. 

C, 2D diagram of docking results. 

 

 



 

Figure S3 

 

 

The 3D and 2D structural analysis of AK docking with peptide aptamer GLNGG. 

A, Overall 3D diagram of docking results.  

B, Local enlarged view of docking results.  

The blue color mean the third linear epitope of AK, the pink color mean peptide GLNGG. 

C, 2D diagram of docking results. 

 

 



 

Figure S4 

 
The 3D and 2D structural analysis of AK docking with peptide aptamer SATAD. 

A, Overall 3D diagram of docking results.  

B, Local enlarged view of docking results  

The blue color mean the fourth linear epitope of AK, the light blue color mean peptide SATAD. 

C, 2D diagram of docking results. 

 


