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Figure S1. Overexpression of SACE_0337 strain (O0337) showed similar erythromycin 
production as WT strain. (A) Growth curve of S. erythraea WT and O0337 strains grown in 
TSB or TSB supplemented with 20 mM propionate. (B) Propionylation level of total protein 
from WT and O0337 strains grown in TSB medium with or without propionate. Equal amount 
of total protein (100 mg) was added for each lane. (C) Quantitative analysis of erythromycin 
production of S. erythraea WT and O0337 grown in TSB medium supplemented with 
propionate or not by HPLC determination. Error bars show standard deviation from three 
independent experiments. ns, not significant. 

  



 

Table S1. Strains and plasmids used in this work. 

Strain or plasmid source or reference 

strains  

Saccharopolyspora erythraea NRRL2338 DSM 40517 

Saccharopolyspora erythraea O1780 (WT::1780) In this work 

Saccharopolyspora erythraea O3848 (WT::3848) In this work 

Saccharopolyspora erythraea O0337 (WT::0337) (1) 

Saccharopolyspora erythraea O4729 (WT::4729) (1) 

Saccharopolyspora erythraea AbWT (2) 

Saccharopolyspora erythraea AbO1780 In this work 

Saccharopolyspora erythraea ΔacuA (3) 

E. coli DH5α Novagen 

E. coli BL21(DE3) Novagen 

plasmids  

  pET-28a Thermo Scientific 

pET-3848 In this work 

  pET-1780 In this work 

  pIB139 (4) 

(2002)   pIB-1780 In this work 

  pIB-3848 In this work 

 

  



 

Table S2. Primers for RT-PCR and overexpression. 

Gene  Sequence (5’-3’) 

RT-PCR primers  

SACE_3848 ATCTGCATCCGCCTCCC 

 CGGCCCATGACGAACAC 

SACE_2408 GTCCTGGGAACGCTGAAA 

 GCGGACCTGGCTGATCTTG 

SACE_3902 CAACTGGGCGCTGGACT 

 GCCGAGCATCAGCACGAT 

SACE_2851 GTTGCAGCAGTGGCTCG 

 ATGTTGCCGCTCTGGGT 

SACE_1780 CGATGGAGGAAGGCGTGGTG 

 GATCTTGGCGTGGTCGGTGG 

Overexpression primers  

O1780 ATGGGTCGCGGATCCGAATTCGTGCAGGACCAGCCGAACGCGC 

 CTCGAGTGCGGCCGCAAGCTTTCACCGCAGGCGGCGCGG 
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