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Figure S1. LOGICOIL analysis of eVP35 constructs. Analysis of the VP35 N-terminus 
sequence using the LOGICOIL algorithm indicates the residues most likely to contain a coiled-
coil motif and the most probable oligomeric state as a tetramer.
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Figure S2. SAXS analysis of eVP35 constructs. (a) Scattering profiles and (b) Guinier plots  
for  MBP eVP35 70-150 (left panels), MBP eVP35 50-150 (middle panels), and MBP eVP35 20-
150 (right panels), respectively, at 2 (pink), 3 (blue), and 5 (green) mg/mL.
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Figure S3. Ab initio models of MBP eVP35 70-150, MBP eVP35 50-150, and MBP eVP35 20-
150 at the 3 protein concentrations used.


