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Supporting Figure S1. Annotated spectra of the peptides matching to FAM163A 1dentified in ShSy5y cells and
corresponding spectra downloaded from the SRMAtlas database.

Peptide sequence: LSFAPTYYK

Spectrum from SRMatlas

LSFAPTYYK, MH+ 1089 5615, m/z 5452844

V5 File: HSREMA_QTOF_BASE, Scan: 1, Exp. miz: 545.284, Charge: 2
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Peptide sequence: LAAPQSYPVTWPGSGR

mensiy ) 12]2[e[Q[s[¥[e[v[r[w[E[c[s[c[r

Spectrum from SRMatlas

LAAPQSYPYTWPGSGR, MH+ 1686.8598, m/z 843 8336
File: HERMA_QTOF_BASE, Scan: 1, Exp. méz: §43.934, Charge: 2
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