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Table S1. Mass spectral peaks identified by GBDT algorithm as important for classification of 

each pixel as infarct or normally perfused myocardium arranged in descending order of relative 

importance. 

 

 

Table S2. Performance of various classification algorithms on mass spectrometry imaging data 

collected during this study. 

% 

 
GBDT PCA+LDA 

 
SVM Logistic 

Regression 
RMMC 

 
RF 

Accuracy 97.43 ± 0.45 94.33±0.65 93.92±0.89 94.86±0.78 95.63±0.73 96.57±0.63 
Recall 95.82 ± 1.46 91.32±1.84 88.07±2.27 89.45±1.20 90.92±1.98 94.03±0.72 
Precision 94.84 ± 0.96 94.01±1.05 91.74±1.12 93.50±1.86 94.64±1.61 94.82±2.20 
 

 


